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Sex Pheromone Biosynthesis in the Legume Pod Borer, Maruca vitrata
(Lepidoptera: Crambidae)

Wook Hyun Cha, Jung Jun Park' and Dae-Weon Lee*

Department of SmartBio, Kyungsung University, Busan 48434, Korea
"Department of Plant Medicine, Institute of Agriculture and Life Science, Gyeongsang National University, Jinju 52725, Korea

ABSTRACT: Pheromone biosynthesis in the pheromone gland is triggered from release of pheromone biosynthesis-activating neuro-
peptide (PBAN) synthesized in the suboesophageal ganglion. PBAN binds to its receptor on the epithelial cell membrane and activates
signal transduction pathways for the pheromone biosynthesis. This study reviews sex pheromone, PBAN and its receptor, and
pheromone biosynthesis pathway of Maruca vitrata.
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Fig. 1. The proposed pheromone biosynthetic pathway based on the transcriptomic analysis of the pheromone gland of M. vitrata.
Pheromone biosynthesis-activating neuropeptide (PBAN) triggers sex pheromone biosynthesis by binding to its specific receptor. ACC,
FAS, pgFAR, and ADH represent acetyl-CoA carboxylase, fatty acid synthase, pheromone gland-specific fatty acyl-CoA reductase, and
alcohol dehydrogenase, respectively. This figure is modified from the result in the previous study (Cha et al., 2017).
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