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In 2020, a brown felt was observed on persimmon (Diospyros kaki) in persimmon orchards, Sangju, Korea. The
symptom on persimmon was white to grey mycelial mats on some areas of the branches. Each mat progres-
sively expanded until the mats coalesced to occupy larger areas and finally girdled the branches. The disease
branches were covered with brown-colored mold, consisting of hyphal mats of the pathogen. Optimum
temperature for mycelial growth was 30°C. On the basis of mycological characteristics, pathogenicity test, and
molecular analysis with complete internal transcribed spacer rDNA region, the causal fungus was identified as
Septobasidium sp. This is the first report of brown felt caused by Septobasidium sp. on persimmon in Korea.
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Fig. 1. Typical symptom of felt disease caused by Septobasidium sp.
on Diospyros kaki.

Fig. 2. The surface of infected mature branch caused by Septobasi-
dium sp. on Diospyros kaki.
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Table 1. Comparison of morphological characteristics of the fun-
gus isolated from persimmon (Diospyros kaki) with Septobasidium
sp. described previously

Septobasidium sp.

Present isolate (Choi et al., 2016)

Characteristic

Basidiomata
Color Grayish-brown Grayish-brown
to dark brown to dark brown
Hypha 3-7 2-7
size (um)
Color Copper-colored Copper-colored

Fig. 3. Morphological characteristics of Septobasidium sp. on Dio-
spyros kaki. Felt disease hypha.
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HM209414 idi i
i HM209416 Septobasidium broussonetiae
— HQ267942 Septobasidium sp.
HQ267959 Septobasidium sp.
HQ267961 Septobasidium sp.
HQ267935 Septobasidium sp.
HQ267937 Septobasidium sp.
HQ267951 Septobasidium sp.
HQ267945  Septobasidium sp.
HQ267950 Septobasidium sp.
HQ267948 Septobasidium sp.
HQ267954 Septobasidium sp.
HQ267964 Septobasidium sp.
HQ267933 Septobasidium sp.
HQ267936 Septobasidium sp.
MW843565 Septobasidium sp.

HQ267955 Septobasidium sp.

_L HQ267949 Septobasidium sp.

MH005887 Uncultured Septobasidiaceae clone OTU48

MH005909  Uncultured Septobasidiaceae clone 0TU70
HQ267956 Septobasidium sp.

0 0.057284 0.114568 0.171852 0.229136 0.28642

| I I | | J

Fig. 4. A neighbor-joining tree based on the internal transcribed
spacer rDNA sequences of Septobasidium sp.

Fig. 5. Felt disease symptom induced by artificial inoculation.
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