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Rice is responsible for the stable crop of 3 billion people worldwide, about half of Asian depends on it, and rice
is grown in more than 100 countries. Rice diseases can lead to devastating economic loss by decreasing yield
production, disturbing a stable food supply and demand chain. The most commonly used method to control
rice disease is chemical control. However, misuse of chemical control can cause environmental pollution,
residual toxicity, and the emergence of chemical-resistant pathogens, the deterioration of soil quality, and
the destruction of biodiversity. In order to control rice diseases, research on alternative biocontrol is actively
pursued including microorganism-oriented biocontrol agents. Microbial agents control plant disease through
competition with and antibiotic effects and parasitism against plant pathogens. Microorganisms isolated
from the rice rhizosphere are studied comprehensively as biocontrol agents against rice pathogens. Bacillus
sp., Pseudomonas sp., and Trichoderma sp. were reported to control rice diseases, such as blast, sheath blight,
bacterial leaf blight, brown spot, and bakanae diseases. Here we reviewed the microorganisms that are stud-
ied as biocontrol agents against rice diseases.

Keywords: Biocontrol agents, Disease control, Management, Microorganisms, Rice diseases

= AAE WA 7154 o] =t (Chaiharn et al., 2009).

oleiat Mo WalF 3 Tl L ATl 9T ¥ B
azypxytrobin, benomyl, carbendazim, carpropamid, dithio-
carbamate, edifenphose, fenoxanil, tiadinil, tricyclazole, py-
roquilon @ probenazole & 333} thoFal 344 oFo] 3t
o2 v vhAo] AFR-E 19t} (Hirooka?} Ishii, 2013; Kato,
2001). 22t HIHE FoFe] ARG Fof WAte] 23
ol AR=4, ESY A Ast d A= v ook 22 8
7o) Yolo] Fa1 ¢lth(Suprapta, 2012; Yoon 5, 2013). 0]
23 4 FoF AR A E SR tieke = 7Tl TRt A
314 897} S7HE AL glom, 535, e Wi o83 W
A A7 2 8] o] FojX| AL Qlk
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F715 92 FHEA L] A7, B2 oFE, A= 2
EFAE ST 32 3 A AA sds 9
7IEdolt Bl &, FoF & E3ete AE s A
A AHESHA] G 71 &0 nE 5 HAAE S AHES
At FAHE A} SHAHAE 2 wdolet g 4
o} o]2 gt {715 e A8 Eob= BT R E A,
35 e, 2 oY 9 8 5 oY 7R E ERI:

A ol F8H =R dA=EE sllol=lHiA] 52 =
HIE o]-§5to] B B E 435kl (Park 5, 2001), 930 E=
AAZS o]-&sto] F=2E WAISHH(Cha 5, 2010), 1 A3 &5 ©]
S -8 E ST A3 H 2wl s 3.85to] el E
WA Sz 1Alo] UukA).0 2 =8| 3 QlrH(Lee 5, 2005).

71599 & OE oJfez FY EoplMY f7lE EY
o 3Pt olustaaE PEAA ATt 29 4 gt
11 2 1=t (Navarro-Pedrefio =, 2021; Paustian =, 2019).
T A AL Z99} B4, ROt BG 5 AT LU
of W& 7)4o]dlo] WIS 9lek. AlAAAZH (The World
Economic Forum)-2 2021 AIAIHEE A A S 108
AR AP 2 8202 T 29 L A T theo
2 71olE A7 7HE 2 Ald e 2 ARSI wEkA of
2 AFEoFol A A 23S Eo)7] 93 =85S 71e0]
a1 glom, £3] 54 wokollAl= 7l AlA 4 Z 71 (Food and
Agriculture Organization of the United Nations, UN FAO)E
2406 2 7|3 AntEE(Climate Smart Agriculture)S 3|
A7t tist 48 2 LAVIA 4R AIHo 2 A
3k Ik 7| ATE S 7% F St ulE §7)% B
4329 444 B3 £ o] Beh B ojiisleias A
(carbon sequestration)A]7| = ®Ho|chH(Navarro-Pedreno 5,
2021; Paustian -5, 2019). w2hA], & 2 olA & m==
283t 21241 ¥ ol YA g HiES EUe R
A A7 E o 7 A|F-2dSto]| ofgt 7)o Eol= )l 7]
og 4= & Aolth

stehgofe] A=A F71sdl 71 ol AHEE=
Hoz nAEAAE & 4 ok vAEAA Y A2 5
52 EFA Ffste 3ol RARE FES ST U
t}. 714 wol AMg-E| &= u|AERE Trichoderma<;(69 isolates),

GlomusZ:(89 isolates), Pseudomonas<; (165 isolates), Peani-

)
ok

ok ¥ 2 uo Jo ¥

ok

o &

—

bacillus%; (12 isolates), Streptomyces<; (122 isolates) 2 Bacil-
lus; (27 isolates) 5-0] H L=}, ] EA|A|= ol gt &3
olet Alit-& Edshe nlAE S o83t A= S Yo7
< B B, A 2 71 Sl A= Alofst
= "ol (Montesinos, 2003; Pala2} Mcspadden Gardener,

2006). o] WL A Eor W13 Qs $73 el
¥ 2 A4S Ao 4+ glof B A7k 1P 7 gk

e @A BEAAE ol 8T BB AE BEA A
e B3k B 5 A ARl vls) Fut Zov, S5t B 5 A
] 2H871% 2 A4 4] BAES 21 ik oleid BA
o= BT GO 2 TSI S5 YO 2 HAS
7)dhsks AF81E 8ol uet BaAE A7k A4H 0 R 37t
SH T A1 A HR AT AR ok

ol MPASHE R0 =i () B =E, ) ¥ QYR
24, () o AYHEY L @ # 7Ickely Sol g, H2 v
o WS BES GEUBE S HEtol PATIA S
A7} ehFshA 2 ek v A 5L A Skt A
A B RAAE F2 B4 A4, 34 29, 4= B9 9 4
F 9 EOF AT W 502 o) HgHw gk £ 25N
L ujo] F08 W YA 15 AT ChFR B YA
ohet uE Ao Ak o2l @ Fa Hol YA L 6ol
L A2 o] Tiek 212 Table o] sl sick

iy

K

H =8 (Rice Blast, Magnaporthe oryzae)

H =G O] 9] WHF-ES Magnaporthe oryzaeZ HE A
Hit= 2E Ao EA7} H= Moz 952 2
I P Ate] o] ZhEsiar E3t 7|57t aeAdoletd B
AR E 2 ESAZ BhE A3 Ho 2, A Fofo] 7P
UHHA O 2 AREE AL Gl ol mhabA Hole ¥ =8
of tht 4 FoFe] AHg= asstr| S8l Zled A A
719 et A} ThFRt A7) o] oA 2L ik

Bacillus spp. & Pantoae ananatis. Sha 5-(2016)2 ¥ ¢]
ol A B2 3t Bacillus subtilis SYX042} SYX209H t| & o]
B =GR o5 P1319] A} dhotel Baly] PAS oA|sho
H =gy WS AsfRittal H st o] 23k A &t
712+-& 9h5]7] Y8l B. subtilis SYX042} SYX20 n| B ES
=GR o P1313 oA Bof] A3t H 715 A=< B e W
712k P & A2 peroxidase, polyphenol oxidase 2
superoxide dismutase?] ¥ &S v AP o], ¥ =g
3 P1319F A et AR =2 4ES B, F 7] A vy
=50 H9 W] 7|4 SAAA W =EHY B I 9A
A5 Uehfl= Aol H 1skgitHSha 5, 2016).

wiof| A B-2]% Bacillus cereus DL-73} Pantoea ananatis HS-8
=S GAI B QA FolA 22 86.5%2} 84%9] W =4
B BA7HE BRA=d|(Tokpah 5, 2017), o] vBES2 B &=
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o] F27] 4ol ATt itk

Psudomonas spp. & Pantoae spp. Ashnae (2019)+= ¥
LA A E2]3t Pseudomonas fluorescence UTSP5 m| A &S
ol-gsto] ¥ =A o] WA AIE HASIATE AHS 24
oA o]FoiF=tl, A Aut AEFo|A B =EH 9| WAo]
AJAFReH, 1 7)2ke 7 A u|AEo] ofsf B9 QirHE-
o] SR W2l AL &2 B ustgic.

T OE Ao W =88 BAE s 2=
Pseudomonas sp. EA105 & Pantoea agglomerans EA106 <
FEY A E AAZAY 7HeAde A F8 S5
tHSpence 5, 2014). M AYES A2o1A] 2 th2<} vl
S |, Pseudomonas sp. EA1055 A 2|dt At ¥ =
&= vkrjo] 33% 183l P. agglomerans EA1062] 7~ 46%
7 247} ZraElo] B £l 4B PAAZA 75
A< AASHATE W =@+ BAAS AA5h= 714 =
Spence5-2 o] 2@ u|AyE] B9 jasmonic acid (JA) A3}
A B ARl JAR1Z WRKY30, ethylene (ET) &2 74
ZFQl EIL1T} ERF1S AbaF A% o 24, JAQLET 9|27 §&
A&+ (induced systemic resistance)2 ZZXA|7]7] wj&o]
2} X 18}ich

Streptomyces spp. B oA EEg ZATYES 9]
&3t =g A A BRI o] Aol Ade el
Al 2|3t Streptomyces spE A&7t A A A HA)
e, B =g BU-S AR HollA 87.5%2 ¥ =3
o] YAt BHH, Streptomyces spE W =G} oA A2t
ATl A= 31.4-51.9%9] B =gHo| WA E|o] FA|2|to|
H]3f| ) AY 2ol =olA ¥ WA ATt Qa5 H syt
(Chaiharn %, 2020).

E3F B 2ol A B3t Streptomyces sindeneusis isolate
2633 39719 ol A2lgt A, ¥ =TT A gt v
A A7 8E A UERd BHH 2 nES AR A
AFolAe B =8 W A7 A= 058 A5 W
o} A}Z 7|43}, S. sindeneusis isolate 2630] AJEHAA|
Z A 7Fsslcha B st h(Zarandi 5, 2009).

oY= A 2} A1 E Bt B =g A A=
AT =] oHLi 5, 2011). Bof =g+ HE3t F 580 A
 wjof| u|RYE Streptomyces globisporus JK-13} AFtA)| tricy-
clazoleZ ZZ} A2 S wf, v YE=A|A= 88.3%, H+tAl=
79.4%2] WA|7+S o, S. globisporus JK-1 F37} v =g
WA ol F2 AF8-E<= Tricyclazole 2t} 9-=31 WA &35 B2

Qlttr H 33t ThLi 5, 2011). Z12j1} Streptomyces globispo-
rus JK1 27} ol 712kol 2la) ¥ WAl &S ROl =R
ot 712 A oA ekgte.

IR L|nlEH(Sheath Blight,
Rhizoctonia solani)

H QR A AAIA S = wof 71 A1 A] Tl =
Ysl=1 F U=, F 3ol WY Rhizoctonia solaniZt ¥ H
Hatoltt. o] Ho| AFPAQ FALO 2= ¥ Yt YR}Fof 3]
Ao Lol -2 7 O = O] B} IR o] EFA]gt Huto] 7=
Ho 2, 7|t Wi BES v R o= i detolt) o] 2
= 2o 9 Grfjo] ¥ Zuf Aol A WA E5], =2 A4 H]
EEAEYS e A=Y U7t o WAt

Bacillus sp. ¥ WA+t Bacillus-type rice-associated bacte-
ria (RAB) w482 o] §:3to] ¥l QYL E g} o ok
¥ ol A7= B st o] AT M QYR RHE
A3t Rhizoctonia solani®t L&At Burkholderia glumae
#2] 24X17F ¥ Bacilus-type RAB HJopol& AR 23, 9
SujnbE gt aubE o] AAIs| 74st AThE ol RAB
9] 7}5-AS H 115} thShrestha =, 2016).

Pseudomonas spp. Y AFHFHWIEE-S HASE] ¢4,
B 24 u]AE Pseudomonas fluorescens B41E o183} (1)
TA AL (2) B A8 H () G A2 RS B Al 2%
o] 283t A= B E|Qich o] AY Ayt YT S
A A= FA T B FEQ] 52%2} Bl gl wf (1)
P. fluorescens B41 ZR}AE] A& 28%, (2) EFA-& A|F
32%, (3) PHARL AP oA 22%2] ¥ W ALE Hol &
A FEe BE Z2olA AASH] Hol ad 2nE
B 315}9tHKazempour, 2004). ©] Ao 4] Kazempour= P,
fluorescens B41 G AME zg]Lof|A] EQFH Aol v YR
HukEH(R. solani) BAO A S 2 2 WA At e
o ol2 23} Gl EA8k= P. fluorescens?t %3]
2] Ao 2 B skl

Streptomyces spp. B QRFHutEH ®A|E $J3) Strepto-
myces cochorusii NFO9192] vlj&F ool 3=Z-E3} Bacillus amylolig-
uefaciens SB1772] wljF ol B Aulltoll A2|ge o B Q7
YntE o] WA|717) Z42F 78.4-98.1% U 71.1-94.2% 2 =2
FAZHE B A2 17t 2 vl lck(Yang 5, 2017).
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Table 1. Biocontrol microorganisms against rice diseases

Rice disease

Microorganisms

References

Rice blast

Sheath blight

Bacterial leaf blight

Panicle blight

Rice bakanae

Brown leaf spot

False smut

Foliar diseases

Bacillus subtilis SYX04 and SYX20
Bacillus cereus DL-7, Pantoea ananatis HS-8
Pseudomonas EA105
Pseudomonas fluoerescens UTSP5
Streptomyces globlisporus JK-1
Streptomyces sindeneusis 263
Streptomyces spp.

Bacillus sp.

Bacillus subtilis RH5

Fusarium oxysporum
Paraburkholderia strain SOS3
Pseudomonas fluorescence
Pseudomonas fluorescens
Pseudomonas fluorescens 4aYN11
Streptomyces cochorusii NF0919, Bacillus amyloliquefaciens SB177
Trichoderma asperellum
Trichoderma harzianum
Trichoderma harzianum BT1
Trichoderma spp.

Trichoderma spp. T.12 and T.52
Bacillus sp., Serratia marcescens
Endophytic bacteria strain REBO1
Nonomuraea sp.STG15
Pseudomonas aeruginosa BRp3
Pseudomonas fluorescens PTB9
Streptomyces toxytricini VNO8-A-12
Bacillus, Lysinibacillus

Bacillus oryzicola YC7007

Fusarium commune W3, W5
Bacillus subtilis RTS10
Chaetomium cupreum
Pseudomonas synxantha DFs185
Trichoderma harzianum, Trichoderma viride, Pseudomonas flourescens
Trichoderma spp.

Trichoderma spp.

Pseudomonas synxantha DFs185, P. fluorescens DFs223, DFs306
(unidentified), Bacillus sp. DFs416, DFs418

Sha et al. (2016)
Tokpah et al. (2017)
Spence et al. (2014)
Ashnaei (2019)

Lietal. (2011)

Zarandi et al. (2009)
Chaiharn et al. (2020)
Shrestha et al. (2016)
Jamali et al. (2020)
Divya et al. (2018)
Kanjanasopa et al. (2021)
Saranya and Sowndaram (2014)
Kazempour (2004)
Yuetal. (2017)

Yang et al. (2017)

De Franca etal. (2015)
Suparno et al. (2016)
Rashid et al. (2020)
Yadav et al. (2018)

Da Silva et al. (2012)
Resti et al. (2020)

Mao et al. (2019)

lIsan et al. (2016)
Yasmin et al. (2017)
Velusamy et al. (2006)
Van Hop et al. (2014)
Wilkinson (2019)
Hossain et al. (2016)
Saito et al. (2021)
Chiangsin et al. (2018)
Tann and Soytong (2017)
Moura et al. (2014)
Gupta et al. (2018)
Khalili et al. (2012)
Kannahi et al. (2016)

De Souza Junior et al. (2017)
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Trichoderma spp. De Franca 5(2015)2 Q3 FYulE5H
A S 3l Trichoderma asperellum-2 ¥ GHo]| AFZslo] £
A2} ol Hjal Ho| 27% ZOIE AL BABGOH, WAbE
26% =7}tk X 118193 th Da Silva S(2012)2 Trichoderma
spp.2] A-ERNE e (1) WA A oA A2, (2) 4 A=
2 (3) B HA & FH AZE A5 Yo L AP A
Algt A}, 2R A oA AErof| A FA{ =] ALe) Bl wsko] 65%
O HA7HE Hol AYA7|E AN oA A7 7MY 2
WA &S Belvkal 7]&shith

B3 B YRS S o] A3 AET F 21Y90]
I3t A|-el| Trichoderma harzianum BT1-& G AHzst A1,
89%9] =2 W WAl 4E&-8 B T harzianum BT1&] A =2}
LA 24| 7H5Ao] B g gchRashid 5, 2020).

H SlQ!0tE 7+ (Bacterial Leaf Blight,
Xanthomonas oryzae pv. oryzae)

B} SIulSH-S Xanthomonas oryzae pv. oryzae7} Y14
YFO = YL 2 bacterial leaf blight (BLB)2} gtk 7 AlA|
202 thopth ¥l 5] e WAL WO, dApgos
BLB= 1884-1885d oA A& Hird & o ¥ Auli=
7o A= B35 B 1% 31 9Jth(Gnanamanickam, 2009). ¥
+ 59 AFe7H HEle @dA H ot griAgE T4
2 A 2o o] TSt Ao 2 A Itk BLBE R
Asl7] Hsh AHe-Ee A 2 et 2 A2 oA
olF do7lE Hilo] HER AHAR] Agoll= A 7
o] 2 cheret AR S WAl Bt AT} e
2 oo} 3 ek

h

Bacillus spp. WA+t Bacillus sp. SJI2} Bacillus sp. HI vl
A FA4E AAAGL v B AYHEY WY F=ob
6.78% 2 FX|2) 7:2] 18%0]| H]3) Z45He AT epon],
Streptomyces toxyricini VN08-A-122] 74 9-0} npb71x]| 2 1 9]
Qg 0] Z71E) AL PEEGITHRest 5, 2020)

Nonomuraea sp. 2| 7|53} Q3] 7|-20] F7}8H4
A FRAHS F 4] 0 2 WS X, oryzae pv. oryzae©l| 2]t
B 2lglutE YAIE gt v EAA] A7 RaEiTt o]
S A Hsl 24 S0l A W] FHolA =27 Non-
omuraea sp. STG1S 2] & uj v 3lQJnlSH o] T3} 25.9%
o] HHA|7FE B al(llsan 5, 2016), ¥ XS Pseudomonas

aeruginosa BRp3 (1x10° cfu/ml)2] vjoFolio]] 30827+ HR|A|71
5 At A3 BAe| 7oA 83.0%¢] B S} e] why
S Btk ¥HA P ageruginosa BRp3 w55 £A}o| & 3235} = 1
Ao 2 A2gt Aol A 43%2] "I ES H YA A
Lol A= 39%2] B8 S-S 2o, P. aeruginosa BRp37} ¥ 31
Qut2H-& AA|et= A0 2 YeRGTHYasmin 5, 2017). E3F
Auf 2ol A-gste w o] WP HE FUts= 2
W22 E P. geruginosa BRp32] A7 Z7Hgrowth promotion)
a3tz B 1= th(Yasmin 5, 2017).

Streptomyces spp. 1| S1YulEHS Q=3 A|FTLo| Strep-
tomyces toxytricini VNO8-A-12 vjjoFol-S A Ak 2]2]3}9S
off, thof| H]8f| 32.6-38.3%2] W WA AAFE HAUL, 5

H

B 7{M|5:L|H (Brown Leaf Spot,
Bipolaris oryzae)

] 7N L2 Yol BHelgto] Bipolaris oryzaeZ LA T
+ Cochliobolus miyabeanus©|™ FA} ¥to} 59t tjdtA)s}of
=9 RV = 2 AAAR FeiE 42 5 Ak 535, 7
X Bo) Apgo] Z7Fekuglol W ANTL e wio] AR
Aol A F7FskaL itk 3 B AR TS 29 Y=
S7HE & Jlom, AT A vl Est] 4531 F&
O HE S7HAI717) = gtk

Bacillus sp. Chiangsin 5(2018)2] X 310] W29 w|A) &
Bacillus subtilis?} Bipolaris oryzae2] A2 A5}, FA} A
YA ¥ A FE o] AA| kAL B 5Tt B. subtilis Bl
Hof| Bz1A| 2] YZ<2I polyvinylpyrrolidone®} talcE 4o A
F3}sto] 7|7ko]| W2 WAZHE AT 2 Za AR FHHo| 3
N A3 o 94.3%, 671E AT W= 72.3% = Ho
AtA|] mancozeb2 A2 S Wit & PAZHE Hlot
3 X 13} cHChiangsin 5, 2018). T Th2 <10 A Moura
5(2014)2 FAE v S8 Ao JAAAZ] & ahFste] B
A A2 st 1 23 Pseudomonas synxantha
DFs1857} ¥ 7AW F- 1S 78.9% A ZHA|ZItha B w5}Hth

Chaetomium cupreum. ¥ 7\RFHY A E 93 0
NES ALol= A7 40 E 228 R g3 Qi Tann}:
Soytong (2016)-> ¥ ZA X - Yt B0l A2|ste] BE
=3t & Chaetomium cupreum EAFNL- 1x10%/ml ZA}42
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2 2159 1420 2 AR AT, 75.9%9] ] MR

A7V VreRith ¥ )ik

Trichoderma sp. Trichoderma harzianum SA] ¥ 7§ &
1 Aol A8 7Hs e AlAkshe At 2t EAES)
=0, B AN Aol Uehd B el T harzianum<
H AERS o B AR FHE] A== At HaEict
(Gupta 5, 2018; Khalili 5, 2012).

H 7|C}2|H (Bakanae Disease,
Fusarium fujikuroi)

v 7ok o] Aol WHFS Fusarium fujikuroiz gt=t, &
=, Q1% R A E 23ste] =8 H Aul 2| FoA 3%
oA 80%71A] o] A E-2 7153t v Qlth(Mew?} Gonzales,
2002). ¥ 7|che|H& A W B g ujAE= Ao 2 &
A Jlom ol Addl 7|5 AEA| o ZAoA EEdte Ae
2 UHA Qick A2 v AAHoE A A BF Ee B
o] Faf Fol Utk ¥ 7o Y YAIE A8 AF7R=
&= o83 TA xS vRSH] =AL 5(50-55°C)
oA Aotz HAS AHESIIAIRE FZoll= A=Al W

AA) o] ol ol x| Ik

Bacillus oryzicola. ¥ 7|ct2]® HAIE 3} Bacillusv-< 2
23] A7) 423 E] 9l tHHossain 5 2016). Hossain 5-(2016)
£ v 819 B E Bacillus oryzicola YC7007 wjjokoof] 21%|5}k
o] BHgo] $74 AL F 1020 A3t F ¥ F|ckepge A
23 W 7|tk o] 78%71] AAH ATkl H 1kt

3}st A A2} B. oryzicola YC7007 vjFHo]| FA} 252 S}
o ¥ 7|t A4S v|wst A3, 8135 AJA| prochlorazet
fludioxonil Z3A o]l FAHE £55H%S wf 55.6%9] A&
X9] ¥k, B, oryzocola YC7007 A} A% A= 66.7%2] 7+
&S HAAT o] ¥ FE-& oMk= B. oryzocola YC7007
o] 7150 H0,2 Z7A17 BAAkA So|2] whol7|A(reactive
oxygen species-mediated defense mechanisms)& &¢.27]7] o
Tl Ao 2 1 135} tHHossain 5, 2016; Niu 5, 2011).

Fusarium commune. Fusarium fujikuroiol 2J3f] ¥3s}=
B 7|ohe S WAlsE | s, B 7|tk e] S 2Hst
o] B0 WYAo] Q1= F. commune W55 420 2 M5}
o} o3l Hho] Saito 5(2021)0) 2l B E ik o] 1
2 BB Fusarium= B 2] 7| 37]of Aazste] FAF A

= Al=she] Hdwd v FAe st e,
B/ Fusarium 28 23} o]53 W 7o) WAZH
66.4-91.2%7}A| UEFITh

a2 E

Hof] HA5}= B Aol = 3hEoF ALg-o] =& o] FofA]
ek Folle 7oA BFshsoke] dhA Aol Thgt d+
7hgds] JPE 1 glon, E3] | ES o] 83t Mg A v
o] 5 a1 Qlrk

AHstaL e A|&E S PSR Rt 3fshsof Kk
WA EI} AGH 0 2 e B3} 22 nEAAS
Arspr] SIshH AT A7k welo] W astth. Bacillus
sp., Pseudomonas sp. 9 Trichoderma sp.7} 32 1| AYEA|A|
Aol o]-§H L Qlar, WA &t EIF =AUk itk 1
2, A 9 24 Woll Aol autETh= B Auf s27of| 4] 2]
WAY B7P7F AdEofof & Ao)aL, A|ASHAZ]7] A=
AR ALt A8 A7 o Zasith
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