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Skin and soft tissue infections caused by methicillin-resistant Staphylococcus aureus (MRSA) can occur especially in
community populations such as military training camps. We investigated antimicrobial resistance patterns and molecular
epidemiological characteristics of MRSA isolated from nasal swabs in healthy army trainees. From January 2018 to March
2018, one MRSA strain was isolated from nasal swab and hand of healthy army trainees. mecA gene detection, SCCmec
and mec complex typing were performed to analyze the antimicrobial resistance patterns and molecular epidemiological
characteristics of MRSA isolates. As a result, SCCmec and mec complex type of MRSA isolate from military trainees
was not-typeable (n=1). In conclusion, not-typeable subtype of MRSA isolate from military trainees need to be confirmed
by continuous follow-up study to determine whether there is a different genotype or a new subtype of genotype present
in the Republic of Korea.
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Table 1. Biochemical identification results of bacteria isolated from nasal swab and hand of healthy army trainees

Number of isolates, n (%)

Sample Staphylococcus spp. Bacill C bacteri
collection site acillus orynebacterium Total
MRSA MSSA CoNS SPp- Spp-
Nasal cavity 1(3.8%) 13 (50.0%) 12 (46.2%) 0 (0.0%) 0 (0.0%) 26 (100.0%)
Hand 0 (0.0%) 11 (32.4%) 18 (52.9%) 3 (8.8%) 2(5.9%) 34 (100.0%)
Total 1 24 3 2 60

MRSA: Methicillin-resistant Staphylococcus aureus; MSSA: Methicillin-sensitive Staphylococcus aureus; CoNS: Coagulase-negative

Staphylococci

Table 2. Comparison of SCCmec & mec complex subtypes of MRSA isolates from nasal swab of healthy army trainees

mec complex subtypes

SCCmec subtypes

Strain mecA gene

Group A Group B
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Table 3. Comparison of phenotypic antibiotic resistance patterns of MRSA isolates according to SCCmec & mec complex subtypes

Strai Phenotypic antimicrobial Clinical SCCmec & mec complex
trains : . .

resistance profile diagnosis subtypes
HAT-MRSA AM, AUG, IMP, OX, P No clinical diagnosis Not-typeable

HAT-MRSA: MRSA isolated from healthy army trainee

AM: Ampicillin; AUG: Amox/K clav; IMP: Imipenem; OX: Oxacillin; P: Penicillin
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