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As data science gains in importance and popularity, the need for accessing data in scien-
tific literature is rapidly increasing. While structured databases are supposed to supply 
readily machine-readable data, unstructured contents, particularly scientific literature, are 
recognized as a biggest source of data with comprehensive details, e.g., experimental envi-
ronments and actual observations. 

Since the importance of scientific literature for data science has been widely recog-
nized, several groups have invested to develop various text mining resources. While many 
of them are publicly available, interoperability of them remains a critical issue, hindering 
efficient use or reuse of them, particularly in mix with others. 

The Biomedical Linked Annotation Hackathon (BLAH) series is annually organized 
to join forces of biomedical text mining for the goal to promote interoperability among 
text mining resources. The sixth edition of it was held in Tokyo, February 4– 7, 2020, 
with 52 participants from 9 countries. The first day was held as a symposium to exchange 
and publicise the activities and ideas of the participants, and the following three days was 
held as a hackathon: the participants worked on implementing their ideas with collabora-
tion with other participants. 

While the main theme of the event was improving interoperability of biomedical litera-
ture mining, which include annotation datasets, tools, platforms, terminology resources, 
and so on, this year, “social media mining” was also explored as a special theme. Social 
media is recognized as a good source of raw signals on how people are thinking about 
what is going on in the world, which are largely missing in scientific literature. Therefore, 
social media mining is expected to complement literature mining. 

This special issue is a collection of the reports on achievements from the hackathon, 
which address various issues of biomedical literature and social media mining, including 
document collection, automatic annotation, manual annotation, annotation platform, 
translation, terminology, ontology, and so on. Note that, except a few, many of the works 
began just before or even during the hackathon, and due to the limited time for work, 
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they are often small-sized works, which are expected to benefit 
from collaboration with other participants. Readers will find that 
many of the articles have co-authorship with, or acknowledgment 
of other participants, which is a typical nature of hackathon-ori-
ented publications.  

We hope that this will be an opportunity for the readers of the 
journal Genomics & Informatics to get aware of the state-of-the-
art activities regarding interoperability of biomedical text mining, 
and at the same time to observe activities of hackathons like 
BLAH.  
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