AEYHAS Res. Plant Dis. 26(1): 44-47 (2020)

| Note | Open Access | httpsy/doi.org/10.5423/RPD.2020.26.1.44

=LHOl| A 22|Fl Pseudomonas syringae pv. actinidiae wF=2|
AEHEDNO|A Xk

Streptomycin Resistant Isolates of Pseudomonas syringae pv.
actinidiae in Korea

*Corresponding author O|gM' . ZIAS|?. £Q21° . QFHAB . THZXP. MMl
Tel: +82-61-750-3616
Fax: +82-61-750-3208 '@ RILStid M2t S FIC St A= o)t A S stin AlojMH TSt

E-mail: jjung@scnu.ac.kr
Young Sun Lee', Gyoung Hee Kim?, Yu-Rim Song?®, Chang-Sik Oh? Young Jin Koh?,
and Jae Sung Jung'*
'Department of Biology, Sunchon National University, Suncheon 57922, Korea

2Department of Plant Medlicine, Sunchon National University, Suncheon 57922, Korea
’Department of Horticultural Biotechnology, Kyung Hee University, Yongin 17104, Korea

Streptomycin resistant isolates of Pseudomonas syringae pv. actinidiae, the causal agent of bacterial canker
in kiwifruit, were found in Korea. A total of 734 isolates of P. syringae pv. actinidiae collected between 2008
and 2017 from bacterial canker infections in 111 kiwifruit orchards were assessed for streptomycin resistance.
The survival of each isolate was screened against 100 pg/ml of streptomycin. Among 734 isolates, 38 strep-
tomycin resistant P. syringae pv. actinidiae isolates originated from nine orchards were found. Streptomycin
resistant isolates belonging to biovar 2 were found in several individual years, but ones belonging to biovar 3
were found in Korea only since 2016. Therefore, to use streptomycin for control of bacterial canker in kiwifruit
orchards should be very careful, and it is necessary to check the streptomycin susceptibility of the pathogen

before use in kiwifruit orchards.
Received March 2, 2020 :
Accepted March 17, 2020 : Keywords: Bacterial canker, Kiwifruit, Pseudomonas syringae pv. actinidia, Streptomycin resistance

ZHellA 71919] A= 1970 SR mAREAA £F =L Qlok(Kim 5, 2016a).

H A0S %% (Actinidia deliciosa)Q] ‘30| EZHE A 7191 Aol ol 74 & ZAIZE H= Walle 13 24 Al
ZE ek O & FRAHE o SIS ZZ(A. chinensis)l <1 Pseudomonas syringae pv. actinidiae (Psa)7} QAQ1A++<1
‘Hort16A7} 2004 7-E] Aul=]7] AlZ&F51aL, 2000 S5 7]9] A|FHEolt) 719] A8 19849 U2 ofA A3 g5t
FE= gl 39 AXEE, TEEE e Y 24 of Harg o] (Takikawa 5, 1989), =il A= 19884 A=
5 FE=0] A=719] FF(A. chinensis)?] T o EFtt WEE AR dHA| 2 QithKoh 5, 1994). - HiellA 7191
& FF(A. arguta)Ql ‘A|9F, A, T S A FUoll A A ol A 2 Fe wolls WA WA 2o =RE A

A4l Psa7t =S AC 2 AZEgeY, 1 5 = vt

of| A £2]% Psa 571 kSt 47t A= thE2th= A

Research in Plant Disease o} At} QlE FE2E 2 %= 49] phaseolotoxing
PISSN 1598-2262, eISSN 2233-9191 < . 2 =il A2 dFe Aesad e &
www.online-rpd.org AFS= vhHof|, 2 -F= coronatine2 YA tHHan 5,

(©The Korean Society of Plant Pathology
@ This is an open access article distributed under the terms of the Creative Commons Attribution Non-Commercial License (http://creativecommons.org/licenses/
by-nc/4.0/), which permits unrestricted non-commercial use, distribution, and reproduction in any medium, provided the original work is properly cited.



Research in Plant Disease Vol. 26 No. 1

45

Table 1. Streptomycin resistant (SmR) strains of Pseudomonas syringae pv. actinidiae isolated in Korea

Biovars of Sm" isolates

Total no. of Biovars of isolates surveyed R,
Year . % of Sm" isolates
isolates Biovar 2 Biovar 3 Biovar 2 Biovar 3
2008 12 12 0 5 0 41.7
2009 5 5 0 0 0 0
2010 3 3 0 0 0 0
2011 5 1 4 0 0 0
2012 83 60 23 3 0 36
2013 38 31 7 7 0 184
2014 188 49 139 16 0 8.5
2015 204 82 122 0 0 0
2016 132 38 94 0 3 23
2017 64 8 56 0 4 6.3
Total 734 289 445 31 7 5.2
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Table 2. Number of orchards from which streptomycin resis-
tant (Sm") strains of Pseudomonas syringae pv. actinidiae were
isolated

Veay  TYotalno.of No. of Sm* % of Sm"
orchards orchards orchards
2008 5 2 8.1
2009 1 0 0
2010 1 0 0
2011 2 0 0
2012 9 1 11.1
2013 8 2 25.0
2014 22 2 9.1
2015 31 0 0
2016 21 1 4.8
2017 11 1 9.1
Total 111 9 8.1
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