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Food Safety Concerns for Edible Insect Foods
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HEEato|E ) ) . . Klunder &, 2012

lla sp., Ye ., Cltrobact . L=

(Acheta domesticus, Brachytrupes) Enterobacteriaceae (Klebsiella sp., Yersinia sp., Citrobacter sp.) Urich <. 1981
2ofAHxz| , . o i ~ Agabout Alloui, 2010
(Alphitobius diaperinus) Coliform, Streptococci, Staphylococcus &, Micrococcus &, Campylobacter &S Templeton £, 2006

SrA|LES
(Imbrasia belina)

Aspergillus, Cladosporium, Fusarium, Penicilium, Phycomycetes, E. coll,
Klebsiella pneumoniae, Bacillus cereus

Gashe 5, 1997

FHHIX| E2| 2| Lt
(Bunaea alcinoe)

Staphylococcus &, Bacillus &, Micrococcus &, Pseudomonas aernuginosa,
Proteus &, Bacillus &

Braide <, 2009
Braide &, 2011
Amadi 5, 2005

#IHLU B (Zophobas morio),
OWHal|(Chilecomadia moorei),
HE! Li¥Galleria melonelia),
ZHA 2| (Tenebrio molitor),
ZIFE2t0|(Acheta domesticus)

Micrococcus &, Lactobacillus spp, Staphylococcus &

Giaccone, 2005

E2X|(Locusta migratoria)

Enterobacteriaceae (Klebsiella sp., Klebsiella pneumoniae, Kiebsiella oxytoca,
Yersinia sp., Enterobacter cloacae), Enterococcus sp., Pseudomonas aeruginosa
vector and reservoir for vesicular stomatitis virus

Stoops &, 2016

Shi &, 2014

Su &, 2014
Nunamaker &, 2003

At OIEE7|
(Schistocerca gregaria)

Enterobacteriaceae (Enterobacter &, Enterobacter liquefaciens, K. pneumonia,
K. oxyloca, Escherichia coli, E. cloacae, Enterobacter agglomerans,

Serratia marcescens, Citrobacter sp.), Bacillus cerreus, Clostridium perfringens,
Clostridium septicum, Clostridium difficile, Clostridium sporogenes,

Clostridium capitovale, P. aeruginosa, Acinetobacter &, Enterococcus &,
Staphylococcus &, Streptococcus &, Rhodococcus &

Dillon &, 2002

BHZEZHBombyx mori)

Enterobacteriaceae (Proteus vulgaris, K. pneumoniae, Citrobacter freundli,

Serratia liquetaciens, Serratia &, Shigella &, Enterobacter &, Erwinia &,

Pantoea &), Aeromonas &, P. aeruginosa, Pseudomonas fluorescens,

Clostridium &, Bacillus &, Bacillus circulans, Staphylococcus &, Streptococcus &,
Enterococcus &, Enterococcus munalii, Acinetobacter &, Moraxella &,
Aeromonas hydrophila, Actinobacteria

Liang &, 2014
Anand &, 2010

ZAIAXZ(Tenebrio molitor)

Enterobacteriaceae (Salmonelia &, Erwinia &, Pantoea &), Staphylococcus &,
Haemophilus &, Clostridium &, Bacillus &, Enterococcus &, Bacillus &

Stoops &, 2016

otm2|7+ SoHSl
(Hermetia illucens)

Enterobacteriaceae (K. pneumoniae, E. coli, Morganelia morganii, Klebsiella 2,
Klebsiella granulomatis, Shigella &, Proteus mirabilis, Providencia rettgeri,
Providencia stuartii, Citrobacter &, Enterobacter &) Enterococcus caccae,

Clostridium &, Bacillus &, Strepptococcus &, Pseudomonas &, Staphylococcus 5,

Corynebacterium &, Acinetobacter &,

Jeon &, 2011

Sl L

(Blattelia germanica)

ARRZE0 M2t BF S 04SN XIS EfM O|MEE Fo|=
Enterobacteriaceae (E coli Salmonelia &, Klebsiella &, K. pneumonize,

Enterobacter &, Enterobacter aeroginus, E. cloacae, Serratia &, Serratia marcesens,

Citrobacter &, C. freundli, Proteus &, P. mirabilis, Shigella &) Enterococcaceae,
Enterococcus &, Staphylococcaceae &, S. aureus, Streptococcus &,
Aeromonas &, Pseudomonadaceae, Pseudomonas &, P. aeruginosa

Menasria &, 2014
Vojvodic &, 2013

O|R!Ht3H(Periplaneta americana)

AbS 20| w2} Creket
Enterobacteriaceae (E coli, Escherichia vulneris, Salmonella &, E. aeroginus,
E. cloacae, Shigella flexneri, K. pneumoniae, S. marcesens, C. freundii, E. cloacae,

Providencia sp., Y. pseudotuberculosis, Yersinia intermedia, Klebsiella &, K. oxytoca,

Klebsielia planticola, Salmonella &) Proteus &, P. mirabilis, P. vulgaris,

Leclercia adecarboxyiata, Rahnella aquatils, Bacillus &, Staphylococcus &,

S. aureus, Staphylococcus epidermidis, Enterococcus &, P. aeruginosa, A. niger,
Mucor &, Candida &, Fusarium 2, Penicilium, round worm (A. lumbricoides),
whipworm (7. trichiura), Coccidlia, Entamoeba histolytica, Enterobius vermicularis,
Schistosoma haematobium, Balantidium coli

Pai &, 2004
Akbari &, 2015
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