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« Effects of Bacillus licheniformis and Bacillus subtilis complex
on growth performance and faecal noxious gas emissions in
growing—finishing pigs(Lan and Kim, Joumnal the Science of Food
and Agriculture)

B 1 528 AR 5

al

2019

« Effects of complex probiotic supplementation in growing pigs diets
with and without palm kermel expellers on growth performance,
nutrient digestibility, blood parameters, fecal microbial shedding
and noxious gas emission(Liu et al., Animal Science Journal)

2018

« Effects of Lactobacilus acidophilus supplementation on growth
performance, nutrient digestibility, fecal microbial and noxious gas
emission in weaning pigs(Lan et al., Jounal the Science of Food
and Agricutiure)

2017

« Effect of dietary Bacilus subtiis C14 and RX7 strains on growth
performance, blood parameter, and intestinal microbiota in broiler
chickens challenged with Salmonelia Gallinarum (Park et al.,
Journal of Poultry Science)

2017

« The Lactobacillus acidophilus modulates inflammatory activity by
regulating the TLR4 and NFKB expression in porcine peripheral
blood mononuclear cells after lipopolysaccharide challenge. (Lee
et al, British Journal of Nutrition)

2016
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