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Abstract

Fermented milk has been developed with its functionalities, and its health-promoting ability
has been spotlighted due to its relationship with diseases such as cancer, cardiovascular
disease, and diabetes, and gut microbiota. As national burden of cardiovascular disease
increases over time, there is a need to prevent hypercholesterolemia. To achieve that, gut
microbiota, which is altered by host's diet and environment, plays important roles in
lowering cholesterol in the blood. Moreover, fermented milk may be effective as a
cholesterol-lowering agent by altering gut microbiota composition. Gut microbiota may
alter not only functions of the fermented milk but also bio-accessibility of functional
materials. These results suggested that gut microbiota composition influences the impact
of fermented milk. Thus, we should understand how functional materials are degraded by
gut microbiota and absorbed into the gut.
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2 FAE, %7}011 ALE7AIA 08 Hedo] Z7REE L QItHE TR ER, 2018). mbA, AlxdH
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AHRt a3 542 HUHoR A 7lsd e B 5 44 S it =rasAeke,

2016). 20180l H3 AR 8 4H] EFE 7] OJEL HlE.00] Flo|tl @A tEoE

&AL 2018). ojef o] Srjsid Z2ro]e A 5o Waf sl ¥hilo] S ] uhEt =g
oA HaR] 7]573E xR LERAFE APl SELL Qs FACIH (s itAE /e g

AL 2018).
olgfst a9 715432 851 AU 01491 A ZX13} olof| W ffite] A Alo], Z, A
752 Aolg Bt A A7 W] hA, 53 BUS, deiA] vRge] st AdaAIRE R

2}, P, Fit 522 LA Mﬂ(Adolfsson et al, 2004). Y7IA] H A 7153} B3t
71202 9ra g Y TRl QAT Ao 7152 Qs A IgA(Immunoglobulin A)2]
WS AFste] Roll HAES SN, A4 ARIEZRIS HHIE Rdsl: A 0= dEA
9ltiRosenfeldt er al, 2004). Z2H}O|QEIAV} XY= HH 24 283} tlEo] 897 day
HA A= A TRA (sphingolipids), 8 @13 Kconjugated linoleic acid), HE|ZA
(butyric acid)d} 22 H]FFA 4= (non-nutrient components). LZHO] Q EJALL Sh7|
Qolut vHg 2t ool 83k HTS dKSanders er al, 2007).
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H 1= 3IHOoi and Liong, 2010). ©J2} 22 718 7|40 TEHPO|QEAS AR HARE
AR o EF SAHES TAAZ 4 UtHAtaie-Jafari er al, 2009; Ishimwe et al,
2015). Ea5 Wi Zit Qoe UER Zikto] a4 9 AL =] QJeiiE 2Eo] 7kssith
FAEe] TaEHA YE= FEl2AKbutyrate)o] 7F AlEoIA SHAEIES ok 84S
HMG-CoA(HDL-3-hydroxy-3-methylglutaryl-CoA) 2H 49 &4 A4 A 5 S2HE
S A Marcil er al, 2003). T3t EA% AN Lactobacillus acidophilus, L. bulgaricus,
L. casei ATCC 393)2 Al Hielo] ZEAEE oMY FAE A SHYAHEE FL2AEE
(coprostano))Z 3 9 AgsIch= Zlo] B uE vl AtHIye er a/, 2010). HaF ZAkdt 9
thAsREC] Sfeh SE|AHE AR ofe, WaRo] ofs ekt A o E3F BF SEAH
£ A5t 7104 4= Sick. olet wHste] HE, nReA, HiX], 7Y 1 sEREE B AolA
P 752 HIAIFE o AdiolA X4 it walste] 5 SelAHE| AshES Tt Bt
Qltt (Liong et al, 2007; Madsen et al, 2008; Lee et al, 2009; Pan et al, 2011).

3. B #32 7o mE LsR9 JIsd ¥ SH 8359 Hst

F #F2 A5 A 53§98 B 5 7I/Iek A4 821500 Y8f A= tEA e
o, ZARmict o2 A #E-2 Alo] AEEY AU ol8 &5 4olskA FHConlon and Bird,
2015). A #3593 HlE2 oA AF?E 821 FollA = Alo]7F 2831 8210] EH(Conlon
and Bird, 2015; Hall er al, 2017; Gaulke and Sharpton, 2018), AFsh= AtAddA
(macronutrients) 9 4]0]9] Zjolof| wet IA 37FA9] & P (enterotype)CE E-RETH
(Arumugam er al, 2011). & 582 F25MH FH 45 °|F= <(genus)? Bacteroides,
Prevotella, Ruminococcus®) &0 wet E55ch e 9 v xEr Aolg AHPS fi=
Bacteroides F32&, ©dtE I 1A oF HF= Prevotella %38, £78 20|12k A<
UehfA] &= Ruminococcus 822 EFHtHArumugam er al., 2011).

o|glA| Alojo] 95| ezl AU #52 FF SENAEHES] Alojo] IF= € 5= Aot T +F2=
FHiolA SHAEIES] Hgho] Tofdd 4= glom, o]of| gt B&42 FHAHES Heksh= Altol
S5 le7tell wet AAEGeérard, 2014). AFEIA E2E1 A7 SEAEHIE XS e
glol= AR Bacteroides D8R Ll Z.oH, BENMYE Fubacterum £°0] SHAHE A
kS Yo7, I FAME £ coprostanoligenes ATCC 512227} MZ2-& dF2A4 HoE vt QL
CHFreier et al, 1994).

AU 7% 9] Bl e 7|54 49 A E5 € 85 Wslol tigk 78k A=
11 AJA=Z Y #F2 0] 7] Bk AWARI0NA ZMAle| =] A F57E EEbA A S
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AR U= 71 EEEY AW &5 2Eo] g &

4 =2

[ -

A FARE APellM afe 71 as) tleo] APEehE 7)57de Hat, AAlEC e
Aol AV 4 e M= SuEA FAEe] At FAPIA] 2d719] 273t 4jo] wieo]

J Milk Sci Biotechnol Vol. 37, No. 1 | 29



Kim et al.

30 | J Milk Sci Biotechnol Vol. 37, No. 1
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