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Abstract NMR-based metabolomics needs various
knowledge to elucidate metabolic perturbation such
as NMR experiments, NMR spectrum processing,
raw data processing, metabolite identification,
statistical analysis, and metabolic pathway analysis
regarding technical aspects. Among them, some
concepts of raw data processing and multivariate
analysis are not easy to understand but are important
to correctly interpret metabolic profile. This article
introduces NMR spectrum processing, raw data
processing, and multivariate analysis.
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Figure 1. NMR spectrum processing and data processing
procedures
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Figure 2. Window function multiplication effect.
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Figure 3. NMR spectrum phase correction

Baseline correction
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Figure 4. NMR spectrum baseline correction.

Data Processing
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Figure 5. NMR spectrum binning
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Figure 6. The format of raw data.
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