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First Report on Pink Rot of Sunflower (Helianthus annuus) Caused
by Trichothecium roseum in Korea
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Pink rot appeared in greenhouse-grown sunflower (Helianthus annuus L.) in Jeonju, Korea. The
symptoms appeared as brown discoloration of sunflower head and progressed into stem in
advanced stage. In order to investigate the causal organism of this disease, we isolated a fungus from
the infected seeds and maintained the isolated fungal culture on potato dextrose agar medium.
Conidiophores were simple or branched, 62.5 to 123.1 um long. Conidia were produced in basipetal
chains, ellipsoidal to pyriform with oblique and prominent truncate basal scars, two-celled, hyaline
and measured 10.2-21.4x7.5-12.6 um. The fungus was inoculated to a new sunflower plant and
showed the typical blight on the leaves. Study of morphological characters, pathogenicity tests and
sequence analysis revealed that the isolated fungus is confirmed to be Trichothecium roseum. To our

Received January 17,2017 knowledge, this is the first report of pink rot on sunflower caused by T. roseum in Korea.
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sfjut2}t 7] (Helianthus annuus L)+ =3} Asteraceae) 2] 1 " (Puccinia helianthi), <+ 3 ¥ (Sclerotinia sclerotiorum), % ut&
A 2BAEZ Boly g7} F A8 A o] YAkx|o|t}k  H(Septoria helianthi), Bl 7} (Sphaerotheca fusca) 5-°] %)
(Heiser, 1951). B&, &, A 51 g &0 40 SR ZE F2 th(FarrZ} Rossman, 2016).
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Fig. 1. Symptoms of pink rot on sunflower and microscopic investigation of causal organism. (A) Arrow indicates fungal mass in sunflow-
er head. (B) Colony of isolated fungus on potato dextrose agar (PDA) media at 6 days after inoculation at 25°C. (C) Conidiophores and
spores isolated fungus on PDA media. (D) Spores of isolated fungus on PDA media.

Table 1. Morphological characteristics of Trichothecium roseum isolated from sunflower and other hosts

Structure Character S068 T. roseum*
Colony Color Pale roseae Pale roseae
Conidiophores Shape Simple or branched below Simple or branched below
Length (um) 62.5-123.1 150-260
Conidia Shape Ellipsoidal, 2 cell Ellipsoidal, 2 cell
Diameter (um) 10.2-21.4x7.5-12.6 18-22%8-10

*Described by Oh et al. (2014).
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Fig. 2. Typical symptoms were observed at 9 days after inocula-
tion.

pm (62.5-123.1 pm)E &3 E= X F o] Y thFig. 10).
SR EZ= FA Y Aol ALY st Qe T2EYE S
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8 A} tHTable 1) (Oh 5, 2014).
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nal transcribed spacer (ITS ) g JU|AEL BAEN
TH(White 5, 1990). Genomic DNA+ DNeasy Plant Mini Kit
(Qiagen, Hilden, Germany)& ©]-&3}o] £&|35}% 2.0, ITS1/
ITS4 primerS ©]-83}9] PCR 53} L tHWhite 5, 1990). 5
ZAHE2 G714 9 £4 -8 319 GenBank database (http://
blast.ncbi.nim.nih.gov/Blast.cgi) 2] d o] E W o] A& o] &

AB019365 Spicellum roseum

87 | KT304327 Trichothecium ovalisporum

100 99

100

0.05

HQ115655 Trichothecium roseum
AY230193 Trichothecium domesticum
JQ434585 Fusarium domesticum

KF470758 Trichothecium ovalisporum
EU118162 Spicellum roseum

KU214565 Trichothecium crotocingenum
KR709188 Trichothecium crotociningenum
KX768876 Trichothecium roseum
KP317992 Trichothecium roseum

100 | KF897864 Trichothecium roseum

Fig. 3. Phylogenetic analysis of sequence
of the internal transcribed spacer ribo-
somal DNA (rDNA) region of the Tricho-
thecium roseum with closely related
strains retrieved from GenBank. The tree
was constructed based on the neighbor-
joining method with 1,000 replicates. The
numbers above the branches represent
the bootstrap value. The fungus identified
in this study is boldfaced.

KF669517 Fusarium domesticum
| AJ853759 Alternaria alternata
100 AJ437299 Alternaria alternata
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