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The aim of this study was to shorten the time required for subculture and bacterial identification
and obtain a simple and rapid identification method for new test methods for bloodstream
infections. The following results were obtained using a mass spectrometer. In Vitek 2, 208 (81.8%)
cases were well-identified and 45 isolates were not identified in blood cultures. Among 208 cases,
146 (57.5%) were Gram positive bacteria and 108 (42.5%) were Gram negative bacteria. In total,
233 were identified to the species level and 21 were identified to the genus level. The identification
error was found to be Propionibacterium acnes as Clostridium bifermentans. The accuracy of
Enterobacteriaceae, glucose non-fermentative bacilli (GNFB), and staphylococci were 81/83
(97.6%), 12/15 (80.0%), and 72/85 (84.7%), respectively. The concordance rate of Vitek 2 and Corresponding author: Young-Bin Yu
Vitek MS by the direct method was 81.8% and 45 isolates were not identified. Most of the Department of Biomedical Laboratory Science,
unidentified bacteria were Gram positive bacteria (N=37). The Gram positive bacteria were College of Medical Sciences, Konyang
. . . . University, 158 Gwanjeodong-ro, Seo-gu,
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compared to the conventional method. The rate of identification of the aerobic and anaerobic E-mail: ybyoo@konyang.ac.kr

cultures was similar, but the use of an anaerobic culture did not require a dissolution process, Co~Corresponding author: Young—Kwon Kim

which could shorten the sample preparation time. These results suggest that the method of direct Department Biomedical Laboratory Science,
identification in blood cultures is very useful for the treatment of patients. In further studies, it College of Medical Sciences, Konyang
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Table 1. Comparison of results between the direct method (Vitek
MS) and the standard method (Vitek 2) for identification of Gram
positive bacteria

Microorganisms VITEK2 VITEK MS (%)
Staphylococcus aureus 36 34 (94.4)
Staphylococcus epidermidis 23 18 (78.3)
Staphylococcus haemolyticus 12 9 (75)
Staphylococcus capitis 8 5 (63)
Staphylococcus hominis 4 4 (100)
Staphylococcus saprophyticus 1 1 (100)
Staphylococcus cohnii spp. 1 1 (100)

urealyticus
Enterococcus faecium 23 21 (91.3)
Enterococcus faecalis 6 5 (83.3)
Streptococcus mitis| oralis 8 3 (38)
Streptococcus parasanguinis 2 0 (0)
Streptococcus viridans group 2 0 (0)
Streptococcus pneumoniae 2 1 (100)
Streptococcus gallolyticus spp. 1 0 (0)

pasteurianus
Streptococcus constellatus spp. 1 0 (0)

constellatus
Streptococcus salivarius 1 0 (0)
Streptococcus mutans 1 0 (0)
Streptococcus anginosus 1 1 (100)
Micrococcus spp. 3 1 (33.3)
Aerococcus urinae 1 1 (33.3)
Propionibacterium acnes 4 3 (75)
Bacillus spp. 2 0 (0)
Actinomyces odontolyticus 1 0 (0)
Finegoldia magna 1 0 (0)
Peptostreptococcus spp. 1 0 (0)
Total 146 (100 %) 108 (73.9 %)
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Table 2. Comparison of results between the direct method (Vitek
MS) and the standard method (Vitek 2) for identification of Gram
negative bacteria

Microorganisms VITEK2 VITEK MS (%)
Escherichia coli 53 53 (100)
Klebsiella pneumoniae 14 13 (92.9)
Salmonella spp. 3 3 (100)
Enterobacter cloacae 4 4 (100)
Enterobacter aerogenes 3 3 (100)
Klebsiella oxytoca 3 3 (100)
Serratia marcescens 1 1 (100)
Pantoea spp. 1 0 (0)
Providencia stuartii 1 1 (100)
Pseudomonas aeruginosa 10 10 (100)
Acinetobacter baumannii 2 0 (0)
Stenotrophomonas maltophilia 2 2 (100)
Burkholderia cepacia 1 0 (0)
Ralstonia mannitolilytica 3 1(33.3)
Chryseobacterium indologenes 1 0 (0)
Haemophilus influenzae 1 1 (100)
Bacteroides fragilis 2 2 (100)
Clostridium tertium 2 2 (100)
Neisseria spp. 1 1 (100)
Total 108 (100%) 100 (92.6%)
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Table 3. Correct identification rates according to the type of blood culture bottle

Adult patients (N=235)

Pediatric patients (N=19)

Result
Aerobic

Anaerobic Pediatric bottle

Gram positive bacteria 76.2% (77/101)
Gram negative bacteria 88.8% (72/81)

No identification 18.1% (33/182)
Misidentification -

No growth 22.6% (53/235)
Total 81.8% (149/182)

53.3% (8/15)
75% (3/4)
42.1% (8/19)

77.4% (55/71)
97.3% (72/74)
11.7% (17/145)
0.7% (1/145)
38.3% (90/235)

87.6% (127/145) 57.9% (11/19)
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