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Dendropanax morbifera is an endemic tree species of Korea, it is restricted to the southern parts of
Korea. The internal transcribed spacer (ITS) region of nuclear ribosomal DNA (nrDNA) for Dendropanax
morbifera grown at Bogil-do, Korea was determined. We investigated the sequence-based phylogenetic
relationships of plants related and clarified its taxonomical position. The determined sequences con-
sisted of 689 residues. ITS1 was 222 bp long while ITS2 was 233 bp long. The 5.85 rDNA was 160
bp long. The ITS region sequences of the Dendropanax species included in this study were obtained
from GenBank. Oreopanax polycephalus was used as the outgroup. A pairwise alignment was calculated
using the Clustal X program. A phylogenetic tree was constructed by the neighbor-joining method us-
ing the Tree view program. Sequence similarities among species including D. morbifera Bogil-do isolate
showed the range 92.6 to 99.7% in sequence-based phylogenetic analysis using total 615 base pairs
of ITS1, 5.85 rDNA and ITS2. D. morbifera Bogil-do isolate exhibited the highest degree of relatedness
to D. chevalieri, sharing 99.7% ITS region similarity. D. morbifera Bogil-do isolate also showed to D.

trifidus, sharing 99.4% ITS region similarity.
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Table 1. Dendropanax species subjected to phylogenetic analysis
and GenBank accession numbers

GenBank accession

Species number
[1] Dendropanax_morbifera This study
Bogil-do isolate
[2] Dendropanax_atrboreus (AY389033)
[3] Dendropanax_bolivianus (GU054672)
[4] Dendropanax_burmanicus (GU054686)
[ 5] Dendropanax_caloneurus (GU054617)
[6] Dendropanax_capillaris (GU054629)
[7] Dendropanax_caucanus (GU054631)
[ 8] Dendropanax_chevalieri (GU054668)
[9] Dendropanax_confertus (GU054698)
[10] Dendropanax_cuneatus (GU054680)
[11] Dendropanax_cuneifolius (GU054667)
[12] Dendropanax_dentiger (KP092536)
[13] Dendropanax_globosus (GU054619)

[14] Dendropanax_gonatopodus (KC952402)
[15] Dendropanax_hainanensis (

[16] Dendropanax_hoi (GU054683)
[17] Dendropanax_lancifolius (DQO007370)
[18] Dendropanax_latilobus (GU054656)
[19] Dendropanax_macropodus (GU054620)
[20] Dendropanax_maingayi (DQ007371)
[21] Dendropanax_oliganthus (GU054673)
[22] Dendropanax_oligodontus (GU054673)
[23] Dendropanax_pallidus (GU054696)
[24] Dendropanax_palustris (GU054658)
[25] Dendropanax_poilanei (GU054677)
[26] Dendropanax_praestans (GU054657)
[27]) Dendropanax_productus (GU054687)
[28] Dendropanax_proteus (GU054621)
[29] Dendropanax_punctatus (GU054697)
[30] Dendropanax_ravenii (GU054635)
[31] Dendropanax_schippii (GU054682)
[32] Dendropanax_sessiliflorus (GU054691)
[33] Dendropanax_trifidus (AF242238)
[34] Dendropanax_umbellatus (GU054675)
[35] Oreopanax_polycephalus (GU054638)
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Fig. 1. Phylogenetic tree of based on ITS region sequences showing the position of D. morbifera Bogil-do isolate, Dendropanax species
and Oreopanax polycephalus. The strains of which the ITS region sequences were determined in this study are indicated in
bold. Oreopanax polycephalus were used as outgroups. Bar, 0.005 substitutions per nucleotide position.
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