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Table 3.1 Comparison for baseline characteristic by recurrence using raw data

Recurrence

Variable No (n=395) Yeos (n=11) p-value
<60 337 (85.5) 7 (63.6) "
Age, n (%) >60 57 (14.5) 7 (36.4) 0.045
Malc 150 (38.0) 7 (63.6)
0
Sex, n (%) Female 245 (62.0) 1 (36.4) 0.085
. Upper 204 (51.6) 3 (27.3)
Tumor location, n (%) Middle 191 (48.4) 8 (27 0.111
Tumor Size (cm), Mean (S.D) 2.17 (0.709) 3.45 (0.934) 0.000*
Mitotic count, Mean (5.D) 1.24 (0.444) 2.36 (0.809) __ 0.000%
Very Low 61 (15.4) 0 (0)
Low 175 (44.3) 2 (18.2) .
NIH, n (%) Intermediate 85 (21.5) 0 (0) 0.000
High 74 (18.7) 9 (3L.8)
I 279 (70.6) 9 (31.8)
I 73 (18.5) 0 (0)
AJCC Tth, n (%) o 36 (9.0) T 89 0.340
v 7 (1.8) 0 (0)
Follow up period (Month), Mean (S.D) 42.70 (37.294)  48.15 (32.884) 0.362
Epitheloid 62 (15.8) 2 (18.2)
Histopathologic classification, n (%) Mixed 29 (7.4) 1 (9.1) 0.950
Spindle 301 (76.8) 8 (72.7)
Low 203 (51.4) 1(9.0)
Cellularity, n (%) intermediate 108 (27.3) 3 (27.3) 0.002*
high 84 (21.3) 7 (63.6)
. Nogative 350 (88.6) 7 (63.6)
&7 *
Mucosal invasion, n (%) Bositive 5 (11.4) 1(36.0) 0.012
* . Statistically significant with p <0.05, S.D : standard deviation
o2 JARE of&sto] A AL fiel wet Aol7t e AeES A9E7] f6 ol8d =
A28 SR AE ol Gote] TG BN FolT WEES Agetel hig R4S ANY AT
Table 3.2014 (a)$} ZE‘D} ot B4 (multivariate analysis) 23 fFAF 28 4=, A2 4=, 9 I Y
§70] W4T} §oT A0 ek} ol FWReR Teslolo} & vol, 4, FUel 4 W
A fFol ARE L EHE A5 WeeA B Astolrt. mebA chiP BA0 = A ol
@ 2A2H 7R FHFES AT FUkste] Y a0 24T 2 24 shvlen
2 ATHE Table 32014 (b)) 2tk tol, AW, Fe] A2 FAFCR T A A3} H4 £
A %, Ao AY H79 W27 felT Ao eiron) o] A3k o), 48, S A7 YA}
of A frol B R BIHE 249 Aol
Table 3.2 Result of multivatiate analysis for recurrence using raw data
(a) no adjusted, (b) adjusted by age, sex, tumor location
Variable (a) No adjusted (b) adjusted
OR  95% C.I. for OR p-value OR  95% C.I. for OR  p-value
Tumor Size 1.043 (0.940, 1.157) 0.428 1.053 (0.946, 1.172) 0.341
Mitotic count 0.111 (0.060, 0.205) 0.000*  0.145 (0.074, 0.282) 0.000*
Very Low 1.000 - - 1.000 - -
NIH Low 0.360 (0.069, 1.871) 0.224 0.364 (0.061, 2.158) 0.266
Intermediate  0.281 (0.036, 2.168) 0.223 0.449 (0.050, 4.016) 0.473
High 5.046 (0.571, 44.602) 0.145 5.823 (0.490, 69.174) 0.163
Low 1.000 - - 1.000 - -
Cellularity intermediate  4.486 (1.130, 17.805) 0.033*  3.289 (0.745, 14.520) 0.116
high 1.623 (0.257, 10.266) 0.607 1.353 (0.174, 10.525) 0.773
Negative 1.000 - - 1.000 - -

Mucosal invasion Positive 6.492  (2.144, 19.651) _ 0.018* 6.078  (1.863, 19.833) _ 0.003*
* : Statistically significant with p <0.05, OR : Odds Ratio, C.I. : Confidence Interval
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406 Total patients

Recurrence Recurrence
) l l (+)
395 patients 11 patients
- Age, Sex, Location -
362 patients matched —— O patients
by PSM
33 patients 11 patients

Figure 3.1 Study flow diagram showing the patient selection using PSM
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A& AE (matched data)E o]&3te] AL FFo wel EAHE HyLES HAF B4
Table 3.33} 2t} 2wlgko g 1ejd o], A, 2] 9 x| p-value7} 1.0002.2 250
2ol 7h WA e A 1 ¢ Ah XY 27, FAFRE 7, v FHEAY 25, A
7 " 7h Aol et SATEAH S Z ROl g Aol 7} vs Ao ' eyt

Table 3.3 Comparison by recurrence using matched data

Recurrence

Variable No (n=33) Yos (n=11) p-value
<60 21 (63.6) 7 (63.6)
o =
Age, n (%) >60 12 (36.4) 1(36.4) 1.000
Male 21 (63.6) 7 (63.6)
Sex, n (%) Female 12 (36.4) 4 (36.4) 1.000
. Lower 9 (27.3) 3 (27.3)
P 0y
Tumor Location, n (%) Niddle 24 (72.7) 8 (27 1.000
Tumor Size (cm), Mean (S.D) 6.676 (1.963) 15.045 (8.448) 0.000*
Mitotic count, Mean (S.D) 3.379 (2.359) 17.364 (14.706) 0.000%*
Very Low 4 (12.1) 0 (0)
Low 17 (51.5) 2 (18.2)
o *
NIH, n (%) Tntermediate 6 (18.2) 0 (0) 0.002
High 6 (18.2) 9 (81.8)
I 23 (69.7) 9 (81.8)
I 7 (21.2) 0 (0)
0y
AJCC 7th, n (%) TIT 206.1) 3 (18.2) 0.244
v 1(3) 0 (0)
Follow up period (Month), Mean (S.D) 49.324 (34.324) 48.149 (32.884) 0.921
Epitheloid 4 (12.1) 2 (18.2)
Histopathologic classification, n (%) Mixed 2 (6.1) 1(9.1) 0.811
Spindle 27 (81.8) 8 (72.7)
Low 18 (54.5) 1(9.1)
Cellularity, n (%) intermediate 8 (24.2) 3 (27.3) 0.013*
high 7 (21.2) 7 (63.6)
. Nogative 29 (87.9) 7 (63.6)
Mucosal invasion, n (%) Positive I(12.1) 7 (36.4) 0.071

*: Statistically significant with p <0.05, S.D : standard deviation
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Table 3.4 Result of multivatiate analysis for recurrence using matched data

o |o

Variable OR 95% C.I. for OR p-value
Tumor Size 1.360 (1.018, 1.817) 0.037*
Mitotic count 0.101 (0.022, 0.477) 0.004*

Very Low 1.000 - -
NIH Low 0.695  (0.024, 19.959) 0.832
Intermediate 0.088 (0.001, 8.083) 0.292
High 22.200 (0.216, 285.322) 0.190

Low 1.000 - -
Cellularity  Intermediate 5.481 (0.546, 55.05) 0.148
High 1.394  (0.081, 24.027) 0.819

* . Statistically significant with p <0.05, OR : Odds Ratio, C.I.: Confidence Interval
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Abstract

There are two types of clinical research to figure out risk factor for disease using
collected data. One is prospective study to approach the subjects from the present
time and the other is retrospective study to find the risk factor using the subject’s
information in the past. Both approached and study design are different but the pur-
pose of the two studies is to identify a significant difference between two groups and
to find out what the variables to influence groups. Especially when comparing the two
groups in clinical research, we have to look at the difference between the impact clin-
ical variables by group while controlling the influence of the baseline characteristics
variables such as age and sex. However, in the retrospective study, the difference of
baseline characteristic variables can occur more frequently because the past records did
not randomly assign subjects into two groups. In clinical data analysis use covariates
to solve this problem. Typically, the analysis method using the analysis of covariance
of variance, adjusted model, and propensity score matching method. This study is in-
troduce the way of equality adjustment between groups data analysis using covariates

in retrospective clinical studies and apply it to the recurrence of gastric cancer data.

Keywords: Clinical research, covariate, propensity score matching, retrospective study.
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