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Genetic relationship analysis of Pleurotus pulmonarius strains

using RAPD
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ABSTRACT: Cenetic relationship analysis by PCR reactions with 25 primers could produce relevant classifications of the 21 R
pulmonarius (Fr) Quel. isolates collected from 2005. They were classified by two groups with similarity coefficient 0.37. All of the
P pulmonarius cultivars belonged to group 2. New cultivar ‘Hwasan’ presented high similarity coefficient to parental strains, and
that of ‘Hosan’ and ‘Kangsan’ cultivars was very high owing to shared crossing parents, and that of two strains from China was

high, as well.
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Table 1. List of Pleurotus pulmonanrius used in this study

Year of

ID No.  Strain No. collection Remarks
1 GWM20107 2005 Wild strain, Baeckdamsa
2 GWM20112 2005 Wild strain
3 GWM20139 2005 Wild strain
4 GWM20140 2006 Wild strain
5 GWM20141 2006 Wild strain
6 GWM20143 2006 Wild strain
7 GWM20144 2006 Wild strain
8 GWM20145 2006 Wild strain
9 GWM20148 2006 ‘Bongmigo’, China
10 GWM20149 2006 “Yonghae’, China
11 GWMI10161 2007 ‘Hosan’
12 GWM10164 2008 ‘Kangsan’
13 GWM20176 2012 Wild strain, Manisan
14 GWM20177 2012 Wild strain, Deukyusan
15 GWM20178 2012 Wild strain, Manisan
16 GWM20179 2012 Wild strain, Deukyusan
17 GWM10180 2010 ‘Hyangsan’
18 GWM10182 2013 ‘Hwasan’
19 GWM20169 2010 “Yeorumnutari2ho’
20 GWM20170 2010 ‘Yeorumnutari’
21 GWM20172 2010 ‘Sambok’
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Table 2. DNA sequence information of RAPD primer used
in this study

Pnriizr DNA sequences Pnr:::;r DNA sequences
A-01 CAGGCCCTTC A-15 TTCCGAACCC
A-02 TGCCGAGCTG A-16 AGCCAGCGAA
A-03 AGTCAGCCAC A-17 GACCGCTTGT
A-04 AATCGGGCTG A-18 AGGTGACCGT
A-05 AGGGGTCTTG A-19 CAAACGTCGG
A-06 GGTCCCTGAC A-20 GTTGCGATCC
A-07 GAAACGGGTG A-21 GTTTCGCTCC
A-08 GTGACGTAGG A-22 TGATCCCTGG
A-09 GGGTAACGCC A-23 CATCCCCCTG
A-10 GTGATCGCAG A-24 GGACTGGAGT
A-11 CAATCGCCGT A-25 TGCGCCCTTC
A-12 TGCGCGATAG A-26 TGCTCTGCCC
A-13 CAGCACCCAC A-27 GGTGACGCAG
A-14 TCTGTGCTGG A-28 GTCCACACGG

Table 3. The number of polymorphic bands according to
RAPD primer

Primer No. of . No.of Primer No. of . No. of
name olymorphic total bands name ' olymorphic total bands
bands bands

A-01 10 36 A-15 9 47
A-02 6 11 A-16 6 29
A-03 5 26 A-17 5 17
A-04 6 17 A-18 10 44
A-05 3 21 A-19 8 15
A-06 - - A-20 9 49
A-07 4 31 A-21 13 60
A-08 2 6 A-22 6 35
A-09 5 27 A-23 12 45
A-10 9 46 A-24 6 50
A-11 10 47 A-25 3 8
A-12 8 26 A-26 - -
A-13 8 35 A-27 - -
A-14 7 24 A-28 6 21

o] HhHS o]&3led DNAE FEsIith. &% DNA®
UV-VIS(Nanodrop, Thermo Scientific Co.) 7} W<
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Fig. 1. RAPD patterns obtained from the 21 Pleurotus
pulmonarius strains with primer A-11 (upper), A-16
(middle), and A-18 (lower). M is size marker standard, and
1-21 are the isolates shown in Table 1.
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Fig. 2. The phylogenetic tree of Pleurotus pulmonarius 21
strains generated by UPGMA cluster analysis of Nei and Li's
similarity coeffecient based on 176 RAPDs.
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