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ABSTRACT In the present study, different expression of
protein from Taekwang was reveded by 2-DE, and expressons
of protein on each week after flowering was investigated.
After analysis of expression of protein, MALDI-TOF was
executed to identify expected protein function. Results reveded
that there were three patterns of expression of protein during
the maturing. The firgt pattern was that proteins were gradudly
expressad as up-regulaion from 1 week to 6 week. The second
pattern was that proteins were expressed gradudly from 1 week
to 5 week and then it started down-regulation in 6 week. The
last pattern was that proteins were gradually as up-regulation
from 1 week to 3 week and then down-regulaion until 6 week.
This phenomenon suggedts that young stage has more protein
related to correspondence mechanism against disease and
growth and then maturing stage has more expression of protein
related to storage protein. In MALDI-TOF andyss, p24 oleosin
isoform A protein was identified that relates oleosin which
is synthetic product in oil body. This protein spot increased
gradually until 5 week and then decreased after 5 week. It
explained that the protein is active until maturing stage to
protect ail in seed and then its activity has gradudly degraded.
This result may be expected that a protein, related to growth
of a seed has increased until maturing and then a seed fills
up with a storage protein.
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Fig. 1. Comparison between protein expression of 1 week
and 6 week in Taekwang by using 2-DE (In Fg; please
write week instead of Waf).
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Fig. 2. Comparison on protein expression on specific region
of different weeks after flowering by using 2-DE (In
Fig; please write week instead of Waf).
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Table 1. Relative protein intensity of differentially expressed proteins from different weeks after flowering in Taekwang.

Spot 3 week Norm 4 week Fold versus 3 5 week Norm Fold versus 3 6 week Norm  Fold versus 3
No. Vol. Norm Vol. week Vol. week Vol. week
1 0.33 0.49 +1.49 0.27 -1.21 0.15 -2.16
2 0.20 0.34 +1.73 0.17 -1.17 0.09 -2.28
3 0.24 0.34 +1.45 0.28 +1.18 0.36 +1.53
4 0.26 0.46 +1.77 0.27 +1.04 0.40 +1.51
5 0.25 0.39 +1.52 0.26 +1.03 0.35 +1.40
6 0.29 0.38 +1.31 0.24 -1.22 0.29 -1.01
7 0.27 0.53 +1.96 0.39 +1.46 0.35 +1.32
8 0.32 0.56 +1.74 0.45 +1.38 0.32 -1.02
9 0.99 1.18 +1.20 1.46 +1.49 1.30 +1.32
10 0.89 1.38 +1.55 154 +1.73 152 +1.71
11 0.45 0.86 +1.91 0.85 +1.90 0.51 +1.14
12 0.45 0.73 +1.63 0.58 +1.29 0.30 -1.50
13 0.72 0.70 -1.03 0.58 -1.23 0.22 -3.24
14 0.22 0.30 +1.38 0.20 -1.09 0.25 +1.14
15 0.30 0.35 +1.16 0.30 +1.01 0.29 -1.02
16 0.35 0.35 +1.02 0.25 -1.38 0.27 -1.30
17 0.65 0.83 +1.27 0.87 +1.34 0.80 -1.23
18 0.97 0.65 -1.50 0.37 -2.62 0.34 -2.84
19 0.71 1.02 +1.44 122 +1.73 151 +2.13
20 0.66 127 +1.93 1.33 +2.01 1.79 +2.71
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Fig. 3. Expression of protein in 3 weeks after flowering as
basic standard for comparison on protein expression in
each week after flowering. White arrows indicate numbers
of protein used for MALDI-TOF. Black arrows indicate
numbers of protein used for image analysis.

Table 2. List of identified protein spots from two-dimensiona
gel using MALDI-TOF-TOF.

Spot - Accession Protein Description Mascot pl  Mr
No. No. score

Myb family

1 gi 42572243 transcription factor

46  6.51 44486

2 g 476214 P24 oleosn isoform A 40  8.01 23487
3 g 225651 Glycinin AlaBx 359 578 55657
4 @i 225651  Glycinin AlaBx 188 5.78 55657

proteine = A= ow spot3 1Pl 4= ATl
Glycinin AlaBx® 4% ch E3E spot2= p24 olesin
isoform AZ FAE %t} Oleosin ail bodyo] ZA5t+=
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oLk WlelzgS Ashe 212 572k microsomal membrane
ofck. 7]t #efuh-s-2 115 soybean oil bodyol A5k o]
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