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Sclerotium Rot of Cyclamen europaeum Caused by Sclerotium rolfsii

7
ey

£ N hetm SIS, RSl ‘E

ojol3 S A3 A A4
HY . MEAP. MM

Lt Ofr 5 HT

So == O::Jot:l

Jin-Hyeuk Kwon'*, Heung-Su Lee', Jinwoo Kim? Won-Il Kim?, Hong-Sik Shim® and

Shun-Shan Shen*

*Corresponding author
Tel : +82-55-254-1323

Fax: +82-55-254-1319
E-mail: kwon825@korea.kr

'Gyeongsangnam-do Agricultural Research and Extension Services, Jinju 660-360, Korea

“Institute of Agriculture and Life Sciences, Gyeongsang National University, Jinju 660-701, Korea
*National Academy of Agricultural Science, Rural Development Administration, Wanju 565-851, Korea
“College of Plant Protection, Henan Agricultural University, Zhengzhou 450002, China

Sclerotium rot caused by Sclerotium rolfsii occurred on Cyclamen europaeum grown at the experimental
greenhouse of Gyeongsangnam-do Agricultural Research and Extension Services in April 2013. Infected
plants showed water-soaked appearance, wilting, and rotting; severely infected plants eventually died. White
mycelial mats spread over lesions, and sclerotia were formed on leaves, petioles, and flower stalks near soil
line. On the basis of mycological characteristics, ITS rDNA sequence analysis, and pathogenicity to host plants,
this fungus was identified as S. rolfsii Saccardo. This is the first report of sclerotium rot on C. europaeum caused
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by S. rolfsii in Korea.
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Fig. 1. Symptoms on Cyclamen europaeum and mycological characteristics of the pathogenic fungus, Sclerotium rolfsii. A and B, Typical symptom;
C, Symptoms induced by artificial inoculation; D, Mycelial mats and sclerotia produced on PDA 20 days after inoculation; E, Clamp connection

(arrow).

Table 1. Comparison of mycological characteristics of an isolate
obtained from Cyclamen europaeum L. and Sclerotium rolfsii described
previously

Characteristics Presentisolate S. rolfsii”
Colony color white white
Hypha size 4-9 um 4.5-9 um
clamp connection  present present
Sclerotium shape globoid spherical
size 1-3mm 1-2mm
color white to brown  brown

°Described by Mordue (1974).
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[U92312] Chioroscypha enterochroma

Fig. 2. Phylogenetic tree produced using internal transcribed spacer sequences, showing the closest known relatives of Sclerotium rolfsii. DNA
sequences from the NCBI nucleotide database were aligned using Clustal W program, and a phylogenetic tree was constructed using the neighbor-
joining method, visualized with TreeView. The numbers above branches indicate bootstrap values. Bars indicate the number of nucleotide
substitutions per site. The isolate studied in the present study is marked in bold.
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