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Four Species of Endophytic Fungi Isolated from Leaves of
Woody Plants in Mt. Hambaek
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ABSTRACT : In this study, endophytic fungi were isolated from leaves of four species of woody plants, Acer tagmentosum, Larix
kaempferi, Abies holophylla, and Pinus koraiensis, on Mt. Hambaek, Gangwondo, Korea. The endophytic fungi were identified
using morphological and sequences analysis of ITS regions. The fungal endophytes were identified as Talaromyces radicus,
Myceliophthora verrucosa, Cryptosporiopsis diversispora, and Sphaerulina berberidis, which are the first record in Korea. The
morphological and molecular phylogenetic characteristics of each strain were described.
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Fig. 1. Maximum likelihood phylogenetic tree for endophytic fungal strains from 4 woody plants; Sequences for strains 13B011,
13B014, 13B022 and 13B032 were obtained from this study. ITS region was used to analyze a topological position and Glomus

mosseae was used as an outgroup.
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Fig. 2. Colonies of strain 13B011 (T. radicus) grown on PDA (A,E) for 7 days at 25°C. Strain 13B014 (M. verrucosa) (B, F), and
strain 13B022 (C. diversispora) (C, G) were grown in the same conditions. Colonies of strain 13B032 (S. berberidis) (D, H) grown
on PDA for 3 days at 25°C. Conidiophores (I, J) and conidia (K) of strain 13B011 (T. radicus). Conidia of strain 13B014 (M.
verrucosa) (L, M). Conidia of strain 13B032 (S. berberidis) (N, O). Scale bars : I, J=20 um, L, N=10 um, K, M, O=5 um.
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