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Abstract: Nonmedical use of prescription stimulants such as methylphenidate (MPH) and amphetamine (AP) by normal per-
sons has been increased to improve cognitive functions. Due to high potential for their abuse, reliable analytical methods were
required to detect these prescription stimulants in biological samples. A direct injection liquid chromatography-tandem mass
spectrometric (LC-MS/MS) method was developed and implemented for simultaneous determination of MPH, AP and their
metabolites ritalinic acid (RA) and 4-hydroxyamphetamine (HAP) in human urine. Urine sample was centrifuged and the upper
layer (100 µL) was mixed with 800 µL of distilled water and 100 µL of internal standards (0.2 µg/mL in methanol). The mixture
was then directly injected into the LC-MS/MS system. The mobile phase was composed of 0.2% formic acid in distilled water
(A) and acetonitrile (B). Chromatographic separation was performed by using a Capcell Pak MG-II C18 (150 mm × 2.0 mm i.d.,
5 µm, Shiseido) column and all analytes were eluted within 5 min. Linear least-squares regression with a 1/x weighting factor
was used to generate a calibration curve and the assay was linear from 20 to 1500 ng/mL (HAP), 40-3000 ng/mL (AP and RA)
and 2-150 ng/mL (MPH). The intra- and inter-day precisions were within 16.4%. The intra- and inter-day accuracies ranged
from -15.6% to 10.8%. The limits of detection for all the analytes were less than 4.7 ng/mL. The suitability of the method was
examined by analyzing urine samples from drug abusers.

Keywords: Methylphenidate, Amphetamine, Metabolite, Urine, LC-MS/MS

Introduction

The psychostimulants methylphenidate (MPH) and

amphetamine (AP) are the most commonly prescribed

drugs for treating Attention-Deficit/Hyperactivity Disorder

(ADHD).1,2 They are known to boost and balance levels of

neurotransmitters and considered to be the primary

pharmacotherapy drugs for ADHD. The result of these

medications helps to improve the signs and symptoms of

inattention and hyperactivity.3-5

MPH is extensively metabolized in the human liver and its

main urinary metabolite is ritalinic acid (RA), as the

deesterified product,6,7 while AP is metabolized to benzoic

acid, 1-phenylpropan-2-one and 4-hydroxyamphetamine

(HAP), of which the active sympathomimetic amine is HAP.8

Recently, the incidence of ADHD diagnosis has

significantly increased, along with the use of prescription

psychostimulants.9,10 In addition, the illicit use of

prescription ADHD medications has gained increasing

interest among students in Republic of Korea and other

countries.11-14 Although most ADHD patients use their

medications appropriately, the increased number of

prescriptions may increase the illicit use of these drugs for

nonmedical purposes.15 The Korean Ministry of Food and

Drug Safety is concerned that these ADHD medications are

the most commonly abused drugs among teenagers and that

the use of these psychostimulants may play a role in the

development of drug addiction.16 MPH and AP were

registered on the official list of controlled substances by the

Korean government due to their high abuse potential.

The illicit use of ADHD medications necessitates

convenient and rapid analytical methods in biological

samples for forensic drug testing. Several analytical

methods have been developed for detecting MPH (Ritalin)

or AP (Adderall) in biological samples. They include the

enzyme-linked immunosorbent assay (ELISA),17 gas

chromatography-mass spectrometry (GC-MS),17-19 and liquid

chromatography-tandem mass spectrometry (LC-MS/
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MS),17,20-22 but none of these studies included the

confirmation method for simultaneous determination of

MPH and AP in urine. The analysis of AP and HAP in urine

has been generally carried out by GC-MS methods,18,19

whereas LC-MS/MS has been proposed for the analysis of

MPH and RA.17,20-22 The major advantages of LC-MS/MS

technique over GC-MS are its applicability to broad range

of compounds, high specificity, direct detection of hydrophilic

analytes without derivatization and a high degree of

verification by using multiple reaction monitoring (MRM)

transitions.23-25 Due to these advantages, we used LC-MS/

MS method for simultaneous analysis of MPH, RA, AP and

HAP in urine.

In this study, we developed a simple and rapid LC-MS/

MS method for simultaneous determination of MPH, AP

and their metabolites, RA and HAP, using simple sample

preparation and direct injection of diluted urine. The

method was validated and its applicability was confirmed

by analysis of real urine samples.

Experimental

Chemicals

AP and AP-d8 were obtained as solutions from Cerilliant

(Austin, TX, USA) while MPH and RA were purchased

from Sigma-Aldrich (St. Louis, MO, USA). HAP

hydrobromide was obtained from USP (Rockville, MD,

USA). RA-d5 was obtained as a solution from Isotech

(Miamisburg, OH, USA). Figure 1 shows the chemical

structures of the analytes and deuterated internal standards

(IS). HPLC-grade acetonitrile was purchased from JT

Baker/Avantor (Center Valley, PA, USA). The water was

purified using a Direct-Q water purification system

(Millipore, Bedford, MA, USA). Formic acid was

purchased from Sigma-Aldrich. All other chemicals were

of analytical grade or higher. Polypropylene tube (1.5 mL)

was purchased from Eppendorf (Safe-Lock tube, Hamburg,

Germany).

Standard solutions and mobile phase

The working standard solutions (0.1, 1.0, and 10.0 µg/

mL) of MPH, RA, AP and HAP were prepared by

appropriate dilution with methanol. The internal standard

(IS) working solution was prepared in methanol to give a

combined working solution of 0.2 µg/mL for AP-d8 and

RA-d5. All of these solutions were stored at -20
oC in amber

bottles before use.

Mobile phase A was 0.2% formic acid in water and

mobile phase B was acetonitrile. Each solution was

sonicated for 5 min in an ultrasonic bath and filtered using

0.45 µm membrane filters (Millipore, USA).

Preparation of urine samples

Blank urine samples were donated by the laboratory staff.

Urine samples were obtained from the Narcotics

Departments at the District Prosecutors’ Offices in the

Seoul metropolitan area and sample preparation steps were

followed. Briefly, each urine sample was centrifuged and

the upper layer (100 µL) was mixed with 800 µL of

distilled water and 100 µL of IS (0.2 µg/mL in methanol).

Then 3 µL of prepared sample was injected into the LC-

MS/MS system.

Instrumentation

The HPLC system consisted of an Agilent 1290 Infinity

series handheld control module, binary gradient pump,

vacuum degasser, autosampler and thermostated column

compartment (Santa Clara, CA, USA). The analytical

column was a Capcell Pak MG-II C18 (150 mm × 2.0 mm

i.d., 5 µm, Shiseido). Mobile phase A was 0.2% formic acid

in water while mobile phase B was acetonitrile. The flow

rate was 400 µL/min. The gradient was started with 10% of

mobile phase B, increased to 30% at 4.5 min, 90% at 5 min

and held at 90% B for 0.5 min. The column was re-

equilibrated at 10% B for 2.5 min.

The HPLC was coupled to an API 4000 triple-quadrupole

mass spectrometer equipped with a TurboIonSpray source

(AB SCIEX, Foster city, CA, USA). Electrospray

ionization (ESI) was carried out in the positive mode using

nitrogen as the nebulizing, turbo spray and curtain gas, with the

values set to 45, 75 and 30 (arbitrary units), respectively. The

turbo-gas temperature and the spraying needle voltage were set

to 650oC and 5500 V, respectively. The mass spectrometer was

operated with unit (0.7 full width at half height) resolution for

Q1 and Q3 quadrupoles. Multiple reaction monitoring (MRM)

detection was performed using nitrogen as the collision gas set

at 7 (arbitrary unit). The mass spectrometric parameters were

determined as follows: declustering potential (DP), entrance

potential (EP), collision energy (CE), collision cell exit

potential (CXP). Analyst 1.6 software was used for equipment

control, data acquisition and integration.

Validation of the Analytical Method

The method was validated by measuring the selectivity,
Figure 1. Chemical structure, abbreviation and molecular

weight (MW) of the analytes and internal standards (IS).
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linearity, limit of detection (LOD), lower limit of

quantification (LLOQ), precision and accuracy, recovery,

matrix effect and process efficiency (PE, %) according to

the protocols.26,27

To evaluate the selectivity, ten different blank urines were

analyzed for potential interferences from the matrix. The

apparent responses at the retention times of the analytes and

IS under investigation were compared to the response of the

analytes near the LLOQ.

The LOD was calculated based on the concentration

corresponding to a signal plus 3 standard deviations from

the mean of ten replicates of blank urine. The LLOQ was

defined as the lowest concentration on the calibration curve

with a precision (% CV) less than 20% and an accuracy (%

bias) within ±20%.

The linearity of the method was evaluated over the

concentration range of 20, 50, 100, 200, 500, 750 and

1500 ng/mL (HAP), 40, 100, 200, 400, 1000, 1500 and

3000 ng/mL (AP and RA), and 2, 5, 10, 20, 50, 75 and

150 ng/mL (MPH) and expressed by the determination

coefficient (r2). The calibration curve was constructed using

two different samples for each point on the curve to ensure

the precision of the system. The linear least-squares

regression with a 1/x weighting factor was used to generate

a calibration curve.

Quality control (QC) samples at four different

concentrations (LLOQ, low, mid and high) were prepared

by spiking the blank urine with known amounts of each

analyte. QC samples were prepared to 20, 40, 300 and 1000

ng/mL (HAP), 40, 80, 600 and 2000 ng/mL (AP and RA)

and 2, 4, 30 and 100 ng/mL (MPH) in blank urine,

respectively. The intra-day precision and accuracy of the

method were established by six independent determinations

of the QC samples in each of the three experimental assays

(n=18). The inter-day precision and accuracy were

established by six independent determinations of the same

QC samples on four independent experimental assays of the

aforementioned replicates (n=24).

Matrix effect was studied by post-column infusion of

HAP, AP, RA, and MPH individually at 10.0 µg/mL with a

Harvard Syringe Pump (Holliston, MA, USA) at a flow rate

of 10 µL/min. The most intense MRM transition for each

analyte was monitored. The pre-treated urine sample was

injected during post-column infusion of the analyte. 

PE was evaluated via two sets of samples as described by

Matuszewski et al..28 Set A contained analytes and IS in

mobile phase. In the set B, urine samples were spiked with

analytes and IS. By comparing the peak areas obtained

from the analysis of two sets of samples, PE (%=B/A

× 100) was assessed. PE was determined at low, middle and

high QC concentrations for each analyte.

Results and discussion

LC-MS/MS analysis

MS/MS parameters were tuned and optimized to achieve

maximum sensitivity independently for each analyte. The

ion optics and tuning parameters were set to increase the

sensitivity for the analytes. The ESI interface parameters,

such as nebulizing, turbo spray and curtain gas, were also

optimized by flow-injection analysis for each analyte in

positive ionization mode.

Figure 3(C) presents a representative MRM chromatogram

obtained following the LC-MS/MS analysis of 20 ng/mL of

HAP, 40 ng/mL of AP and RA, and 2 ng/mL of MPH spiked

in drug-free urine. The four analytes were completely

separated in 5 min, and the order of elution was clearly

observed on the MRM chromatograms. A 3.5 min

equilibrium time was needed at the end of each run for

elution of possible interference compounds. Table 1 lists the

monitored MRM transitions, retention times and respective

mass spectrometric parameters of the analytes and IS.

Table 1. Retention times, MRM transitions and compound dependent parameters for LC-ESI-MS/MS analysis of the analytes and

internal standards (IS)

Compound
RTa

(min)

Precursor

Ion (m/z)

Product

Ion (m/z)

DPb

(V)

FPc

(V)

EPd

(V)

CEPe

(V)

HAP 1.60 152.2 135.3f 46 10 13 12

152.2 107.3 46 10 25 20

AP 2.79 136.1 91.1 51 10 13 8

136.1 119.0 51 10 23 6

AP-d8 2.75 144.1 127.1 41 10 23 6

RA 3.55 220.3 84.4 66 10 31 16

220.3 56.4 66 10 55 10

MPH 4.26 234.3 84.3 71 10 25 6

234.3 56.3 71 10 65 10

RAH-d5 3.52 225.3 84.4 66 10 29 14
a RT, retention time. b DP, declustering potential. c EP, entrance potential. d CE, collision energy. e CXP, collision cell exit potential. f Prod-

uct ion underlined was used for quantification. 
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Evaluation of the Validation Data

The method was validated before being applied to real

samples by evaluating the selectivity, linearity, LOD and

LLOQ, precision and accuracy, and PE. The selectivity of

the method was measured by comparing the chromatograms

of different samples of blank urine and spiked urine. A

representative chromatogram for the selectivity of assay was

shown in Figure 3. All blank urine samples were found to be

free of interferences at the retention time of the target MRM

transitions for the analytes.

Table 2 summarizes the linear dynamic ranges, the

determination coefficient (r2), LOD and LLOQ data. The

calibration ranges for AP and RA were established in order

to cover the majority of the real urine sample

concentrations based on previous studies.8,20,22 The

calibration curves for the analytes were linear in the range

of the tested concentrations with the coefficient of

determination (r2 ≥ 0.9952). All the linearity coefficients of

the calibration curves were higher than the accepted

criterion (r2 > 0.99), indicating an acceptable linear

relationship.29 The LOD and LLOQ values were 0.2-4.7 ng/

mL and 2.0-40 ng/mL for the analytes, respectively.

Table 3 summarizes the quantitative validation

parameters. These data were within the acceptance criteria

of ±15% of nominal concentration for low, middle and high

QC concentrations except for the LLOQ, where it should

not deviate by more than ±20%. The intra- and inter-day

Table 2. Method calibration

Analyte
Concentration range

(ng/mL)

Slope

(mean ± SD)

y-Intercept

(mean)
r2

LODa

(ng/mL)

LLOQb

(ng/mL)

HAP 20 - 1500 0.001 ± 0.0001 0.0111 0.9992 4.7 20

AP 40 - 3000 0.0053 ± 0.0006 0.0799 0.9952 1.8 40

RA 40 - 3000 0.003 ± 0.0003 0.0409 0.9978 0.2 40

MPH 2 - 150 0.0309 ± 0.0136 -0.0010 0.9990 0.6 2
a Limit of detection (LOD) was based on the concentration corresponding to a signal plus 3 standard deviations above from the mean of

ten replicates of blank urine. b Lower limit of quantification (LLOQ) was defined as the lowest concentration on the calibration curve

with precision (% CV) less than 20% and accuracy (% bias) within ±20%. 

Table 3. Intra- and inter-day precision and accuracy for the

LLOQ and QC samples

Analyte

Nominal 

concentration 

(ng/mL)

Intra-day Inter-day 

Precisiona

(% CV)

Accuracyb

(% bias)

Precision

(% CV)

Accuracy

(% bias)

HAP 20 10.9 -6.7 7.3 -7.6

40 4.4 -0.8 5.0 -1.9

300 7.7 -2.3 7.0 0.2

1000 11.8 -1.3 9.9 -1.1

AP 40 16.4 -11.0 3.6 -14.4

80 1.3 -3.4 1.6 -2.8

600 3.3 9.0 5.5 7.9

2000 4.8 2.0 5.1 0.5

RA 40 0.4 -15.6 5.9 -12.4

80 2.1 -1.0 2.0 -1.1

600 1.1 4.7 7.3 4.9

2000 5.3 2.6 8.7 1.2

MPH 2 10.4 10.8 4.3 6.2

4 8.0 -2.3 12.9 -3.1

30 5.0 -5.1 10.2 -4.2

100 4.6 4.3 10.6 1.4
a Expressed as the coefficient of variance of the peak area ratios

of analyte/internal standard. b Calculated as [(mean calculated

concentration - nominal concentration)/nominal concentration] ×

100.

Table 4. Process efficiency (PE) for the analytes

Analyte
Nominal

concentration

(ng/mL)

PE

(%)

Analyte
Nominal

concentration

(ng/mL)

PE

(%)

HAP 40 73.6 RA 80 93.0

300 70.2 600 90.6

1000 77.0 2000 84.7

AP 80 111.1 MPH 4 86.3

600 102.0 30 86.7

2000 100.5 100 93.5

Figure 2. Ion suppression studied by monitoring MRM

chromatograms during post-column infusion of 100 ng/min of

HAP, AP, RA, and MPH and subsequent injection of diluted

urine sample. The arrows indicate the expected retention time.
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precisions were within 16.4% and 12.9% respectively, and

the intra- and inter-day accuracies were between -15.6-10.8%

and -14.4-7.9%, respectively.

Matrix effect from injection of diluted urine was monitored

for the signals from the infused analytes (Figure 2). No

significant ion suppression or enhancement virtually

presented at the retention time of HAP, AP, RA, and MPH

during post-column experiment. The result for process

efficiency was shown in Table 4. PE (%) range was 70.2-

77.0% (HAP), 101.0-111.1% (AP), 84.7-93.0% (RA), and

86.3-93.5% (MPH). This indicates that over the range of

concentrations tested, the PE remained consistent. These

results were considered to have been unaffected by ion

suppression or enhancement due to sample matrix.

Forensic applications

Case 1

A 15-year-old male bought 2 grams of AP from the

Netherlands through the Silk Road website where internet

users can buy and sell illegal drugs anonymously due to its

routing service called Tor, an anonymity network that

allows online users to browse anonymously without

potential traffic monitoring. He took a snort of AP in

powder form with his friend. He admitted the consumption

of AP. A high concentration (369.3 ng/mL) of parent AP

was found in his urine, but the concentration of HAP was

below the LLOQ. The result is shown in Figure 3(D).

Case 2

A 38-year-old male failed to get prescribed MPH and so

ordered MPH from an online retailer in Philippines. A

witness confirmed that he took it orally, but he denied any

consumption. The urinary concentration of RA was 2841 ng/

mL while parent MPH was not detected. The resulting

chromatogram is shown in Figure 3(E). Unlike urinalysis,

both parent MPH and its metabolite RA were quantified in

his hair.

Conclusions

A rapid and simple LC-ESI-MS/MS method for

determination of MPH, AP, RA and HAP in urine was

developed and validated. The method was shown to

provide a reliable, fast and useful means of treating a large

number of volume-limited samples and speeding up the

analysis. The applicability was proven by analyzing

forensic urine samples.

Acknowledgement

We thank Dr. Hee Seung Kim (Supreme Prosecutors'

Office) for his helpful discussion and proof-reading. This

study was supported in part by a grant (2012-0009835)

from the National R&D program of Ministry of Science,

ICT and Future planning (MSIP) and National Research

Foundation (NRF) of Korea.

References

1. Fontanella, C. A.; Hiance, D. L.; Phillips, G. S.; Bridge, J.

A.; Campo, J. V. J. Child. Fam. Stud. 2014, 23, 617.

2. Zito, J. M.; Safer, D. J.; DosReis, S.; Gardner, J. F.;

Magder, L.; Soeken, K.; Boles, M.; Lynch, F.; Riddle, M.

A. Arch. Pediat. Adol. Med. 2003, 157, 17.

3. Marx, J. Science 1999, 283, 306.

4. Husain, M.; Mehta, M. A. Trends Cogn. Sci. 2011, 15, 28.

5. Manos, M. J.; Short, E. J.; Findling, R. L. J. Am. Acad.

Child Adolesc. Psychiatry 1999, 38, 813.

6. Faraj, B. A.; Israili, Z. H.; Perel, J. M.; Jenkins, M. L.;

Holtzman, S. G.; Cucinell, S. A.; Dayton, P. G. J.

Figure 3. Representative MRM chromatograms including drug-free urine without IS (A), drug-free urine (B), spiked urine containing

20 ng/mL of HAP, 40 ng/mL of AP and RA, and 2 ng/mL of MPH (C), and drug positive urine samples (D and E).



Urinalysis of Methylphenidate and Amphetamine by LC-MS/MS

Mass Spectrom. Lett. 2014 Vol. 5, No. 4, 104–109 109

Pharmacol. Exp. Ther. 1974, 191, 535.

7. Sun, Z.; Murry, D. J.; Sanghani, S. P.; Davis, W. I.;

Kedishvili, N. Y.; Zou, Q.; Hurley, T. D.; Bosron, W. F. J.

Pharmacol. Exp. Ther. 2004, 310, 469.

8. Dring, L. G.; Smith, R. L.; Williams, R. T. Biochem. J.

1970, 116, 425.

9. Na, K.-S.; Lee, S. I. J. Korean Acad. Child Adolesc.

Psychiatry 2012, 23, 49.

10. Centers for Disease Control and Prevention (CDC).

MMWR. Morb. Mortal. Wkly. Rep. 2005, 54, 842.

11. Hartung, C. M.; Canu, W. H.; Cleveland, C. S.; Lefler, E.

K.; Mignogna, M. J.; Fedele, D. A.; Correia, C. J.;

Leffingwell, T. R.; Clapp, J. D. Psychol. Addict. Behav.

2013, 27, 832.

12. Mazanov, J.; Dunn, M.; Connor, J.; Fielding, M. -L.

Performance Enhancement & Health 2013, 2, 110.

13. DeSantis, A. D.; Webb, E. M.; Noar, S. M. J. Am. Coll.

Health 2008, 57, 315.

14. Meyer, M. R.; Maurer, H. H. Pharmacogenomics 2011,

12, 215.

15. Setlik, J.; Bond, G. R.; Ho, M. Pediatrics 2009, 124, 875.

16. Bae, J. KFDA warns against ‘smart pill’ abuse in the

Korea Herald, 2011, See http://khnews.kheraldm.com/

view.php?ud=20111103000804&md=2012

0317060121_AT (accessed May 2014).

17. Eichhorst, J.; Etter, M.; Lepage, J.; Lehotay, D. C. Clin.

Biochem. 2004, 37, 175.

18. Miranda, G. E.; Sordo, M.; Salazar, A. M.; Contreras, C.;

Bautista, L.; Rojas Garcia, A. E.; Ostrosky-Wegman, P. J.

Anal. Toxicol. 2007, 31, 31.

19. Cody, J. T.; Valtier, S.; Nelson, S. L. J. Anal. Toxicol.

2003, 27, 485.

20. Paterson, S. M.; Moore, G. A.; Florkowski, C. M.;

George, P. M. J. Chromatogr. B 2012, 20, 881.

21. Marchei, E.; Farre, M.; Pardo, R.; Garcia-Algar, O.;

Pellegrini, M.; Pacifici, R.; Pichini, S. Clin. Chem. 2010,

56, 585.

22. Marchei, E.; Farre, M.; Pellegrini, M.; Rossi, S.; Garcia-

Algar, O.; Vall, O.; Pichini, S. J. Pharm. Biomed. Anal.

2009, 49, 434.

23. Maurer, H. H. Anal. Bioanal. Chem. 2007, 388, 1315.

24. Rivier, L. Anal. Chim. Acta 2003, 492, 69.

25. Alder, L.; Greulich, K.; Kempe, G.; Vieth, B. Mass

Spectrom. Rev. 2006, 25, 838.

26. Peters, F. T.; Drummer, O. H.; Musshoff, F. Forensic Sci.

Int. 2007, 165, 216.

27. U.S. Department of Health and Human Services. Food

and Drug Administration, Guidance for Industry:

Bioanalytical Method Validation in U.S., Beltsville, MD,

2001.

28. Matuszewski, B. K.; Constanzer, M. L.; Chavez-Eng, C.

M. Anal. Chem. 2003, 75, 3019.

29. United Nations Office on Drugs and Crime (UNODC).

Guidance for the Validation of Analytical Methodology

and Calibration of Equipment used for Testing of Illicit

Drugs in Seized Materials and Biological Specimens,

United Nations (UN), 2009. 



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /SyntheticBoldness 1.00
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org)
  /PDFXTrapped /Unknown

  /Description <<
    /FRA <>
    /ENU (Use these settings to create PDF documents with higher image resolution for improved printing quality. The PDF documents can be opened with Acrobat and Reader 5.0 and later.)
    /JPN <FEFF3053306e8a2d5b9a306f30019ad889e350cf5ea6753b50cf3092542b308000200050004400460020658766f830924f5c62103059308b3068304d306b4f7f75283057307e30593002537052376642306e753b8cea3092670059279650306b4fdd306430533068304c3067304d307e305930023053306e8a2d5b9a30674f5c62103057305f00200050004400460020658766f8306f0020004100630072006f0062006100740020304a30883073002000520065006100640065007200200035002e003000204ee5964d30678868793a3067304d307e30593002>
    /DEU <>
    /PTB <>
    /DAN <>
    /NLD <>
    /ESP <>
    /SUO <>
    /ITA <>
    /NOR <>
    /SVE <>
    /KOR <FEFFd5a5c0c1b41c0020c778c1c40020d488c9c8c7440020c5bbae300020c704d5740020ace0d574c0c1b3c4c7580020c774bbf8c9c0b97c0020c0acc6a9d558c5ec00200050004400460020bb38c11cb97c0020b9ccb4e4b824ba740020c7740020c124c815c7440020c0acc6a9d558c2edc2dcc624002e0020c7740020c124c815c7440020c0acc6a9d558c5ec0020b9ccb4e000200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /CHS <FEFF4f7f75288fd94e9b8bbe7f6e521b5efa76840020005000440046002065876863ff0c5c065305542b66f49ad8768456fe50cf52068fa87387ff0c4ee563d09ad8625353708d2891cf30028be5002000500044004600206587686353ef4ee54f7f752800200020004100630072006f00620061007400204e0e002000520065006100640065007200200035002e00300020548c66f49ad87248672c62535f003002>
    /CHT <FEFF4f7f752890194e9b8a2d5b9a5efa7acb76840020005000440046002065874ef65305542b8f039ad876845f7150cf89e367905ea6ff0c4fbf65bc63d066075217537054c18cea3002005000440046002065874ef653ef4ee54f7f75280020004100630072006f0062006100740020548c002000520065006100640065007200200035002e0030002053ca66f465b07248672c4f86958b555f3002>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


