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ABSTRACT

An uterus is female reproductive tract organ that affected estrus cycle. During a various changes occur at uterus
in estrus cycle, one of them is body fluids secretion be called uterine fluid. Therefore, the objective of this study was
to investigate the changes of protein patterns using two-dimensional gel electrophoresis in uterus fluids during the
follicular and luteal phases in estrus cycle of pigs. In changes of protein spots were confirmed during the follicular
and luteal phases. The 136 spots were expressed in follicular phase, the 57 spots of them showed reproducibility. On
the other hand, the 140 spots were expressed in luteal phase, the 73 spots of them showed reproducibility. Also, spots
expressed in follicular phase were number 69 and 94 spots and spots expressed in luteal phase only were number
156, 157, 184~187, 190 and 191 spots. The spots which of higher expression levels in the luteal phase than in follicular
phase were number 76 and 79 spots. In conclusion, the spots expressed in follicular and luteal phases were confirmed
with difference levels and these differences are function of RNA resolving, protein synthesis and cytoskeletal archi-

tecture.
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Fig. 1. 2-DE images of protein isolated from uterine fluid of follicular (A) and luteal (B) phases in pigs.
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Fig. 2. Differentially expressed spot of protein isolated from uterine fluid of follicular (A) and luteal (B) phases in pigs.
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Fig. 3. Up and down-regulated protein expression isolated from uterine fluid of follicular (A) and luteal (B) phases in pigs.

Table 1. Information of protein isolated in uterine fluid during follicular and luteal phases in pigs

Phase Spot No. Protein name Cov. (%) Accession No. Mass pl
69 Ribonuclease HII 53 Q2P4B9 26,705 6.71
Follicular
94 Exoribonuclease 2 31 A4WAX5 72,928 5.56
156, 157 Alpha-enolase 42 P04764 47,440 6.16
184 AlaninetRNA ligase 19 P61707 97,750 5.56
185 Tropomyosin alpha-3 chain 41 Q63610 20,217 4.75
Luteal 186, 187 Ribosome-recycling factor 63 BS8FGE3 20,859 5.49
Polyribonucleotide
190 nucleotidyltransferase 26 Q5L5B4 76,460 541
191 Probable prefoldin subunit 4 47 Z9M9C4 14,717 4.46
Table 2. Information of up-regulated protein of uterine fluid during luteal phases in pigs
Phase Spot No. Protein name Cov. (%) Accession No. Mass pl
77 Actin-1 32 P35432 42143 5.31
Luteal
79 Actin, cytoplasmic 1 43 Q6QAQ1 42052 5.29
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Fig. 4. Image analysis of up-regulated protein in follicular and lu-
teal phases in porcine uterine fluid (p<0.05).
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