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Recent rapid detection techniques for foodborne pathogens
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Lateral flow immunochromatographic assay—
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4-1. Aptamer
ghef = epelofol] fefsiglon]
S} ok A ARASE R B ofe) &
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Technology), SDA(Strand Displacement Amplification),
RCA(Rolling Circle Amplification), LAMP(Loop—
mediated isothermal amplification), IMDA(Isothermal
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Fig. 2. RCA(Rolling Circle Amplification)
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