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Biohydrogen production from organic wastewater by

anaerobically activated sludge fermentation has already

been extensively investigated, and it is known that hydrogen

can be produced by glucose fermentation through three

metabolic pathways, including the oxidative decarboxylation

of pyruvic acid to acetyl-CoA, oxidation of NADH to

NAD
+
, and acetogenesis by hydrogen-producing acetogens.

However, the exact or dominant pathways of hydrogen

production in the anaerobically activated sludge fermentation

process have not yet been identified. Thus, a continuous

stirred-tank reactor (CSTR) was introduced and a specifically

acclimated acidogenic fermentative microflora obtained

under certain operation conditions. The hydrogen production

activity and potential hydrogen-producing pathways in the

acidogenic fermentative microflora were then investigated

using batch cultures in Erlenmeyer flasks with a working

volume of 500 ml. Based on an initial glucose concentration

of 10 g/l, pH 6.0, and a biomass of 1.01 g/l of a mixed liquid

volatile suspended solid (MLVSS), 247.7 ml of hydrogen

was obtained after a 68 h cultivation period at 35 ± 1
o
C.

Further tests indicated that 69% of the hydrogen was

produced from the oxidative decarboxylation of pyruvic

acid, whereas the remaining 31% was from the oxidation

of NADH to NAD
+
. There were no hydrogen-producing

acetogens or they were unable to work effectively in the

anaerobically activated sludge with a hydraulic retention

time (HRT) of less than 8 h.

Keywords: Biohydrogen production, metabolic pathways,

fermentation, NADH/NAD+, Acetogenesis

Hydrogen is regarded as a prospective fuel owing to its high

energy value and conversion efficiency, recyclability, and

nonpolluting nature [3, 4]. Biological hydrogen production

processes have also been found to be more environment-

friendly and less energy intensive than thermochemical

and electrochemical processes [6, 12], where hydrogen

production by fermentation has attracted particular interest,

as the hydrogen production rate is generally faster than

photohydrogen evolution by photosynthetic microorganisms

[26]. Consequently, several breakthroughs have recently

been reported in relation to biohydrogen production from

organic wastewater by anaerobically activated sludge

fermentation [5, 6, 8, 16, 22, 23, 31]. However, when a

pilot-scale study of biohydrogen production was performed

in a continuous flow anaerobic fermentation reactor with

an available volume of 1.48 m3 [21], the evolution rate of

hydrogen was not perfect owing to the occurrence of several

by-products, including organic acids and alcohols, during

the metabolism. In this case, metabolic pathway control is

perhaps the most effective approach to improve the yield

of hydrogen. For an anaerobically acidogenic microbial

community, there are three potential pathways for H2

production [1, 17, 19, 24, 26, 27]: (i) oxidative decarboxylation

of pyruvic acid, via the Embden-Meyerhof Pathway (EMP),

to acetyl-CoA, (ii) oxidation of NADH to NAD+, and (iii)

acetogenesis by hydrogen-producing acetogens. However,

the exact or dominant pathway for hydrogen production

via anaerobically activated sludge fermentation has not yet

been identified.

Accordingly, this study used a continuous stirred-tank

reactor (CSTR) and obtained a specifically acclimated

acidogenic fermentative microflora under certain operation

conditions. The hydrogen production activity of the

acidogenic microflora was then determined. Furthermore,

to investigate the potential pathways of hydrogen evolution

by the acidogenic microflora, the conversions of ethanol,

propionic acid, and butyric acid were examined in batch

cultures inoculated with the acidogenic microflora from

the CSTR.
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MATERIALS AND METHODS

Acclimatization of Anaerobically Acidogenic Microbial Community

in Continuous Stirred-Tank Reactor

A 17 L CSTR with an effective volume of 9.6 L was used to

acclimatize the activated sludge and obtain a stable mixed fermentation

community for the batch culture investigation (Fig. 1). The temperature

was maintained at 35 ± 1
o
C. Based on previous experimental results,

NaHCO3 was added to the feeding solution to maintain a pH of

6.5-7.5 in the influent and pH of 4.5 in the reactor [18, 20]. A

feeding solution containing diluted molasses (5,000 mg COD/l) was

continuously fed into the CSTR. The hydraulic retention time (HRT)

of the CSTR was kept at 8 h. The COD:N:P in the feeding solution

was maintained at a ratio of 200-300:5:1 by adding a synthetic

fertilizer to supply microorganisms with adequate nitrogen and

phosphorus. The resulting biogas was collected in a waterlock and

the volume measured daily using a wet gas meter (Model LML-1,

Changchun Filter Co., Ltd.). The waterlock and wet gas meter

were both filled with water at pH 3.0 to prevent the biogas from

dissolving.

The reactor was inoculated with excess sludge from a secondary

settling tank at a local brewing wastewater treatment plant and started

up with a biomass of 13 g MLVSS/l. After 40 days, the pH, biogas

yield, hydrogen content, and liquid fermentation products became

stable in the CSTR, and a mixed microbial community of anaerobically

activated sludge was developed [13, 14]. The total amount of liquid

fermentation products was 2,291.13 mg/l, where the concentrations

of ethanol, acetic acid, propionic acid, butyric acid, and valeric acid

were 333.63, 922.80, 308.35, 641.81, and 84.44 mg/l, respectively.

The characteristics of the mixed acid fermentation indicated the

presence of various microbes and metabolic pathways in the acidogenic

microflora. At the end of the acclimatization period, the biomass in

the reactor was approximately 13.5 g MLVSS/l. Some of the acclimatized

mixed microbial community was then used for batch cultures.

Batch Cultures

Batch cultures (Fig. 2) were used to investigate the hydrogen

productivity of different substrates with the anaerobically activated

sludge microbe community. The working volume of the Erlenmeyer

flask was 500 ml, and the culture was maintained at 35 ± 1
o
C in a

rotary shaker water bath. The initial concentrations of glucose,

propionic acid, butyric acid, and ethanol were 10,000, 801.54, 618.54,

and 573.46 mg/l, respectively.

The batch cultures were inoculated with the anaerobically activated

sludge (acclimatized acidogenic microflora in CSTR) at a concentration

of 1.01 g MLVSS/l. Several minerals were also added to the batch

cultures to fulfill the requirements for microbial growth (1.5 g

KH2PO4, 2 g (NH4)2SO4, 0.1 g CaCl22H2O, 0.1 g MgCl26H2O, and

3 mg FeSO4·7H2O in 1.0 L solution). The total volume of each

batch culture was 500 ml, and the pH was adjusted to 6.0 by

0.1 mol/l NaOH or 0.1 mol/l HCl solution. For each tested substrate,

the experiment was conducted with duplicate batch cultures under

identical experimental conditions. In one of the duplicate cultures,

the equilibrium bottle and gas measurement collector were filled

with a 20% NaOH solution to absorb the CO2 in the biogas, thereby

allowing the hydrogen content to be measured during the fermentation

process. In the other duplicate culture, the equilibrium bottle and gas

measurement collector were filled with water (pH 3.0) to measure

the total volume of the biogas during the fermentation process. To

ensure anaerobic conditions for the batch culture, the equilibrium

bottle was sparged with nitrogen gas for 20 min.

Analytical Methods

The MLVSS and pH analysis were conducted according to standard

methods [2]. The concentration of glucose was measured using the

sulfuric acid-phenol method [9]. During the batch culture experiments,

about 5 ml was sampled every 5 or 2 h from the liquid sampling

port of each Erlenmeyer flask. The samples were then filtered and

immediately injected into the analyzer. The concentrations of

volatile fatty acids (VFAs) and ethanol in the fermentation solution

were analyzed using a gas chromatograph (Shanghai Anal. Inst. Co.,

GC112) equipped with a hydrogen flame ionization detector and

stainless steel column (2 m × 5 mm) packed with GDX-103 (60-

80meshes). The operation of the stainless steel column was amenable

to a temperature programming process within 100-200
o
C. N2 was

used as the carrier gas at a flow rate of 50 ml/min, hydrogen was the

combustion gas at 50 ml/min, and O2 was the combustion-supporting

gas at 500 ml/min. The biogas was analyzed using another gas

chromatograph (Qingdao, Shandong Lunan Instrument Factory, Model

SC-7) equipped with a thermal conductivity detector and stainless

steel column (2 m × 5 mm) filled with Porapak Q (50-80 meshes).

Nitrogen was used as the carrier gas at a flow rate of 40 ml/min.

The injected sample dose was 0.5 ml each time.

Fig. 1. Schematic diagram of the CSTR for acclimatization of
anaerobic activated sludge.

Fig. 2. Schematic diagram of batch culture.



METABOLIC PATHWAYS OF HYDROGEN PRODUCTION IN FERMENTATIVE ACIDOGENIC MICROFLORA 670

RESULTS AND DISCUSSION

Hydrogen Production from Glucose in Batch Cultures

The batch tests for the production of biohydrogen from

glucose by the acidogenic microflora were carried out

for 68 h (Fig. 3). After a lag stage of 8 h, a biogas with

hydrogen content began to evolve gradually, and the

stabilization stage was achieved after 36 h. Finally, 417.95 ml

of biogas with a hydrogen content of 247.7 ml was

collected over the 68-h cultivation period. By the end of

the batch culture, the medium pH decreased to 3.2 from

6.0 owing to the accumulation of VFAs produced from

glucose during the fermentation process, plus there was

still 4.45 g/l of glucose left in the culture. According to a

previous study [18], the lowest pH value that acidogenesis

can endure is 3.8. Thus, the low pH (3.2) restrained the

metabolism of the bacteria in the acidogenic microflora,

thereby inhibiting the biogas production after 36 h of

cultivation. By the end of the cultivation, the liquid

fermentation products (2,266.67 mg/l in total) were found

to include ethanol 635.82 mg/l, acetic acid 764.12 mg/l,

propionic acid 129.48 mg/l, and butyric acid 737.25 mg/l

(Fig. 4). As such, this variety of terminal metabolites indicated

diversity in the metabolic pathways for the acidogenic

microflora.

Pyruvic acid produced by EMP can be converted into

acetic acid, propionic acid, butyric acid, ethanol, and lactic

acid, and also catalyzed by special enzymes. These metabolic

approaches can also take place spontaneously according to

Gibbs free energy change (∆G0') (Reactions (1)-(5)) [11,

15, 20, 25, 28].

C6H12O6 + 4H2O + 2NAD+
→ 2CH3COO

- + 2HCO3

- +

2H2 + 2NADH + 6H+

∆G0' = -215.67 kJ/mol (1)

C6H12O6 + 2NADH→ 2CH3CH2COO
- + 2H2O+ 2NAD+

∆G0' = -357.87 kJ/mol (2)

C6H12O6 + 2H2O → CH3CH2CH2COO
- + 2HCO3

-+ 2H2

+ 3H+

∆G0' = -261.46 kJ/mol (3)

C6H12O6 + 2H2O + 2NADH → 2CH3CH2OH + 2HCO3

-

+ 2NAD+ + 2H2

∆G0' = -234.83 kJ/mol (4)

C6H12O6 → 2CH3CHOHCOO
- + 2H+

∆G0' = -217.7 kJ/mol (5)

According to Reactions (1) to (5), the proportion of

hydrogen and carbon dioxide in a biogas produced by

glucose fermentation should be 1. However, the actual

percentage of hydrogen in the biogas produced by glucose

fermentation in the batch culture was 59% (247.7 ml),

whereas the percentage of carbon dioxide was 41%

(170.25 ml) (Fig. 3). Thus, the proportion of hydrogen and

carbon dioxide was higher than 1, which also means that

77.45 ml of hydrogen (up to 31% of the hydrogen yield)

was not produced from the oxidative decarboxylation of

pyruvic acid. In addition, the experimental results indicated

the existence of other pathways of hydrogen evolution in

the anaerobic activated sludge.

Hydrogen Production by Hydrogen-Producing Acetogens

Hydrogen-producing acetogens can convert propionic acid,

butyric acid, and ethanol to acetic acid while evolving

hydrogen under anaerobic condition (Reactions (6)-(8))

[7, 10, 29, 30].

CH3CH2COO
- + 2H2O → CH3COO

- + 3H2 + CO2

∆G0' = +76.1 kJ/mol (6)

CH3CH2CH2COO
- + 2H2O → 2CH3COO

- + 2H2

∆G0' = +48.1 kJ/mol (7)

CH3CH2OH + H2O → CH3COO
- + 2H2 + H+ 

∆G0' = +19.2 kJ/mol (8)

Fig. 3. Biogas and H2 yields from glucose by fermentation.

Fig. 4. Liquid products from glucose fermentation.
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Besides acetic acid, large amounts of ethanol, propionic

acid, and butyric acid were also produced by the anaerobically

activated sludge in the CSTR, as described in above. If

there are hydrogen-producing acetogens in the CSTR,

the acidogenic microflora will produce hydrogen while

converting ethanol and VFAs to acetic acid. Therefore, the

characteristics of the hydrogen production from ethanol,

propionic acid, and butyric acid by the acidogenic microflora

from the CSTR were investigated using batch cultures. The

results showed no noticeable changes in the concentrations

of propionic acid and butyric acid. Furthermore, no biogas or

additional acetic acid was detected in any of the batch

cultures during the 20 h cultivation process (Fig. 5A and

5B). Small quantities of ethanol and acetic acid were

detected in the propionic acid medium (only residual

ethanol was detected at a concentration of 0.62 ± 0.4 mg/l )

(Fig. 5A) and butyric acid medium (the residual ethanol

and acetic acid were 21.46 ± 5.42 and 17.40 ± 9.05 mg/l,

respectively) (Fig. 5B), yet there were no changes in the

concentrations during the cultivation process. Although no

acetic acid or biogas yield was detected from the ethanol

during the fermentation process, its concentration in the

medium decreased gently (Fig. 5C), possibly as a result of

volatilization of the ethanol.

It has previously been reported [19, 29, 30] that hydrogen

production from ethanol and VFAs by hydrogen-producing

acetogens can only occur under the condition of a low

hydrogen partial pressure. As such, ethanol can only be

converted to acetic acid and hydrogen when the hydrogen

partial pressure is as low as 0.1 atm. Meanwhile, the

maximal hydrogen partial pressure for the conversion of

butyric acid and propionic acid to acetic acid is 2 × 10-3 atm

and 1 × 10-4 atm, respectively. However, the hydrogen

partial pressure in the CSTR was about 0.1 atm at least

[21], thereby inhibiting the biochemical conversion of

ethanol and VFAs to acetic acid and hydrogen, regardless

of the existence of hydrogen-producing acetogens in the

anaerobically activated sludge.

Hydrogen Production from NADH

As described above, the proportion of hydrogen and carbon

dioxide in the biogas produced by the EMP should be

theoretically equal during the glucose fermentation process.

Yet, the batch tests for the production of hydrogen from

glucose in the mixed microbial community fermentation

(Fig. 3) showed that the hydrogen yield was much higher

than the carbon dioxide in the accumulated biogas.

However, the observation that ethanol, propionic acid, and

butyric acid could not be converted into acetic acid by

the acidogenic fermentative microflora from the CSTR

indicated the absence or ineffectiveness of hydrogen-

producing acetogens in the anaerobically activated sludge

at a HRT of less than 8 h. Thus, the remaining hydrogen

yield of 77.45 ml should logistically be produced through

the NADH pathway [26]. The oxidation of organic

material by fermentation is normally accomplished by

dehydrogenation, which produces a large amount of NADH

owing to the lack of an electron transport chain. For the

fermentation to proceed continuously and maintain a proper

ratio of NADH/NAD+, the residual NADH is reoxidized to

NAD+. Part of the NADH can be rapidly utilized by

cellular synthesis at a higher pH or converted to hydrogen

and NAD+ by dehydrogenation at a lower pH in the

presence of acetyl-CoA [19]. The evolution of hydrogen

through the NADH pathway is driven by the necessity of

reoxidizing the residual NADH of the metabolic reaction

as follows [26]:

NADH + H+
→ NAD+ + H2 (9)

Fig. 5. Conversion of propionate, butyrate, and ethanol by
acidogenic microflora. 
(A) Concentrations of ethanol and VFAs in propionate medium; (B)

Concentrations of ethanol and VFAs in butyrate medium; (C) Concentrations

of ethanol and VFAs in ethanol medium.
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Tanisho et al. [24] analyzed the mechanism of hydrogen

evolution from NADH via membrane-bound hydrogenase.

Thus, if metabolic reactions can be controlled so as to

increase the amount of residual NADH, the yield of

hydrogen will be improved remarkably. 

In summary, the conclusions from the above results are

as follows: (i) the oxidative decarboxylation of pyruvic

acid to acetyl-CoA was the dominant pathway for hydrogen

evolution in the anaerobic microflora with a contribution

of 69% to the total hydrogen yield; (ii) the NADH pathway

was another important pathway for hydrogen evolution,

where its potential contribution to the total hydrogen yield

from the anaerobic activated sludge was 31%; and (iii)

there were no hydrogen-producing acetogens or they were

unable to work effectively in the anaerobic activated

sludge with a HRT of less than 8 h. However, to obtain

more evidence, the structure and species composition of

the anaerobic activated sludge should be investigated in

depth.

Acknowledgments

This work was supported by the State Key Laboratory of

Urban Water Resource and Environment, Harbin Institute

of Technology (No. 2010DX06) and the National Natural

Science Foundation of China (No. 51178136).

REFERENCES

1. Adams, M. W. W. 1990. The structure and mechanism of iron-

hydrogenase. Biochim. Biophys. Acta 1020: 115-145.

2. APHA. 1995. Standard Methods for The Examination of Water

and Wastewater, 19th Ed. American Public Health Association,

Washington, DC.

3. Benemann, J. 1996. Hydrogen biotechnology: Progress and

prospects. Nature Biotechnol. 14: 1101-1103.

4. Bockris, J. M. 2002. The origin of ideas on a hydrogen

economy and its solution to the decay of the environment. Int.

J. Hydrogen Energy 27: 731-740.

5. Brosseau, J. D. and J. E. Zajic. 1982. Continuous microbial

production of hydrogen gas. Int. J. Hydrogen Energy 7: 623-628.

6. Das, D. and T. N. Veziro lu. 2001. Hydrogen production by

biological processes: A survey of literature. Int. J. Hydrogen

Energy 26: 13-28.

7. Fox, P. and F. G. Pohland. 1994. Anaerobic treatment

applications and fundamentals: Substrate specificity during

phase separation. Water Environ. Res. 66: 716-724.

8. Hallenbeck, P. C. and J. R. Benemann. 2000. Biological

hydrogen production: Fundamentals and limiting process. Int. J.

Hydrogen Energy 27: 1185-1193.

9. He, Z. X. 2004. Laboratory Technology for Biochemistry.

Chemical Industry Press, Beijing.

10. Hut an, M., L. Mrafkova, M. Drtil, and J. Derco. 1999.

Methanogenic and nonmethanogenic activity of granulated sludge

in anaerobic baffled reactor. Chem. Papers 53: 374-378.

11. Lay, J. J., Y. J. Lee, and T. Noike. 1999. Feasibility of

biological hydrogen production from organic fraction of

municipal solid waste. Water Res. 33: 2579-2586.

12. Levin, D. B., L. Pitt, and M. Love. 2004. Biohydrogen

production: Prospects and limitations to practical application.

Int. J. Hydrogen Energy 29: 173-185.

13. Li, J. Z., N. Li, N. Zhang, and H. Ouyang. 2004. Hydrogen

production from organic wastewater by fermentative acidogenic

activated sludge under condition of continuous flow. J. Chem.

Ind. Eng. (China) 55(Suppl): 75-79.

14. Li, J. Z., N. Q. Ren, Z. Qin, Y. F. Li, H. X. Bao, and P. Jiang.

2004. Startup of hydrogen producing fermentation process with

anaerobic activated sludge and acclimatization of the dominant

ethanol-type fermentation population. High Technol. Lett.

(China) 14: 90-94.

15. Li, J. Z., B. Li, G. F. Zhu, N. Q. Ren, L. X. Bao, and J. G. He.

2007. Hydrogen production from diluted molasses by fermentative

mixed microbe flora culture in an anaerobic baffled reactor

(ABR). Int. J. Hydrogen Energy 28: 3274-3283.

16. Lin, C. Y. and R. C. Chang. 1999. Hydrogen production during

the anaerobic acidogenic conversion of glucose. J. Chem.

Technol. Biotechnol. 74: 498-500.

17. Padan, E. and S. Schuldiner. 1986. Intracellular pH regulation in

bacterial cells. Methods Enzymol. 125: 337-352.

18. Qin, Z., N. Q. Ren, J. Z. Li, and X. F. Yan. 2003. Superacid

state of acidogenic phase and controlling strategy for recovery.

J. Harbin Inst. Technol. 35: 1105-1108.

19. Ren, N. Q., B. Z. Wang, and J. C. Huang. 1997. Ethanol-type

fermentation from carbohydrate in high rate acidogenic reactor.

Biotechnol. Bioeng. 54: 428-433.

20. Ren, N. Q., D. Zhao, X. L. Chen, and J. Z. Li. 2002.

Mechanism and controlling strategy of the production and

accumulation of propionic acid for anaerobic wastewater treatment.

Sci. China (Series B) 45: 319-327.

21. Ren, N. Q., J. Z. Li, B. Li, Y. Wang, and S. R. Liu. 2006.

Biohydrogen production from molasses by anaerobic fermentation

with a pilot-scale bioreactor system. Int. J. Hydrogen Energy

31: 2147-2157.

22. Tanisho, S., N. Wakao, and Y. Kokako. 1983. Biological

hydrogen production by Enterobacter aerogenes. J. Chem. Eng.

Jpn. 16: 529-530.

23. Tanisho, S., Y. Suzuki, and N. Wakoo. 1987. Fermentative

hydrogen evolution by Enterobacter aerogenes strain E. Int. J.

Hydrogen Energy 12: 623-627.

24. Tanisho, S., N. Kamiya, and N. Wakao. 1989. Hydrogen

evolution of Enterobacter aerogenes depending on culture pH:

Mechanism of hydrogen evolution from NADH by means of

membrane-bound hydrogenase. Biochim. Biophys. Acta 973: 1-6.

25. Tanisho, S. and Y. Ishiwata. 1994. Continuous hydrogen production

from molasses by the bacterium Enterobacter aerogenes. Int. J.

Hydrogen Energy 19: 807-812.

26. Tanisho, S., M. Kuromoto, and N. Kadokura. 1998. Effect of

CO2 removal on hydrogen production by fermentation. Int. J.

Hydrogen Energy 23: 559-563.

g
o

n

ê



673 Zhang et al.

27. Thauer, R. K., K. Jungermann, and K. Decker. 1977. Energy

conservation in chemotrophic anaerobic bacteria. Bacteriol. Rev.

41: 100-180.

28. Ueno, Y., S. Otsuka, and M. Morimoto. 1996. Hydrogen

production from industrial wastewater by anaerobic microflora

in chemostat culture. J. Ferment. Bioeng. 82: 194-197.

29. van Lier, J. B., K. C. Grolle, C. T. Frijters, A. J. Stams, and G.

Lettinga. 1993. Effects of acetate, propionate, and butyrate on the

thermophilic anaerobic degradation of propionate by methanogenic

sludge and defined cultures. Appl. Environ. Microbiol. 59:

1003-1011.

30. Wang, Q. H., M. Kuninobu, H. I. Ogawa, and Y. Kato. 1999.

Degradation of volatile fatty acids in highly efficient anaerobic

digestion. Biomass Bioener. 16: 407-416.

31. Xing, D., N. Ren, M. Gong, J. Li, and Q. Li. 2005. Monitoring

of microbial community structure and succession in the biohydrogen

production reactor by denaturing gradient gel electrophoresis

(DGGE). Sci. China Ser. C 48: 155-162.



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 900
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 900
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org)
  /PDFXTrapped /Unknown

  /Description <<
    /FRA <>
    /JPN <FEFF3053306e8a2d5b9a306f30019ad889e350cf5ea6753b50cf3092542b308000200050004400460020658766f830924f5c62103059308b3068304d306b4f7f75283057307e30593002537052376642306e753b8cea3092670059279650306b4fdd306430533068304c3067304d307e305930023053306e8a2d5b9a30674f5c62103057305f00200050004400460020658766f8306f0020004100630072006f0062006100740020304a30883073002000520065006100640065007200200035002e003000204ee5964d30678868793a3067304d307e30593002>
    /DEU <>
    /PTB <>
    /DAN <>
    /NLD <>
    /ESP <>
    /SUO <>
    /ITA <>
    /NOR <>
    /SVE <>
    /ENU <>
  >>
>> setdistillerparams
<<
  /HWResolution [600 600]
  /PageSize [612.000 792.000]
>> setpagedevice


