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ABSTRACT

This study was aimed for identification of a useful genetic resources from the entomopathogenic bacteria infected-mid-
gut of the silkworm, Bombyx mori L. We analyzed the appropriately midgut-immunizing condition of 4" instar larvae
by a feeding infection using several entomopathogenic bacteria. Xenorhabdus nematophila was selected as a suitable
bacteria for midgut immunization of Jam 123, B. mori. We constructed a subtraction cDNA library from the mRNA
of the immunized midgut, respectively. A total of 1,000 clones were randomly selected from the subtracted cDNA
library, and then performed a differential display hybridization analysis with forward and reverse probes. In conclusion,
nine clones were identified as differential expressed genes, which presumed that these genes were involved in gut immu-
nity of silkworm. The total number of clones analyzed in this work is not enough to have a brief overview of a under-
standing on the midgut immunity factors of silkworm. Therefore, further defined studies on these molecules biological
roles will give us well-fined information about the innate immune mechanism of silkworm.
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Fig. 1. Mortality ratio of the larvae by feeding-infection of several entomopathogenic bacteria. A, S. aureus; B, B. cereus; C, E. faecalis;

D. X. nematophila; E, P. mirabilis; E, P. mirabilis.
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Table 1. Identification of up-regulated clones related to a gut defence system of silkworm, Bomyx mori

clone ID bp Identification species
GDO11 208 heat shock protein 20 mRNA B. mori
GD143 180 Qingahou mitochondrion B. mandarina
GD167 300 B. mori J037 cytochrome C oxidase subunit I-like mRNA B. mori
GD175 360 Unknown mRNA M. capitata
GD187 320 mRNA for dicentrarchus labrax CC chemokine 2 D. labrax
GD268 508 transposase mRNA partial CDs. S. chuatsi
GD282 280 Ribosomal protein L5 mRNA B. mori
GD332 180 Trypsin-like protease mRNA B. mori
GD454 608 Troponin I(Wupa) B. mori

Forward probe

Reverse probe

Fig. 2. Differential display hybridization. Red and black arrows indicate up-regulated clones by the forward and reverse probes,

respectively.
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