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Fig. 1. Antimicrobial resistance profiles of S. aureus isolated from domestic retail foods (Hwang IG ef al Safe

food, 5(1), 26-75, 2010)
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Mechanistic model
translating exposure level to
probability of illness
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due to treatment failure
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Antimicrobial use selecting probability of illness
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pathogens transferred to
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Mortality due to illness
being caused by resistant
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Disease from AMRM/AMRD
Additional Impact due to disease

» Objective is to arrive at an estimate

DLt noonit e S Sbis e o e e o A R IRE +Estimate the subsequent outcomes
AMRM/AMRD into the risk of infection and ) g i 5 e
that can occur as a result of infection
with a resistant microorganism

« Considers all relevant pathways subsequentillness caused by those
required to develop question to the REIC R T
risk management

Fig. 2. Example of modeling approaches for hazard characterization and exposure assessment in antimicrobial
resistance—Risk assessment (Codex Alimentarius Commission, Ad Hoc intergovernmental task force on
antimicrobial resistance, Jeju, Korea, 2009)
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