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Fig. 1. The range of applications for NMR—spectroscopic analyses of metabolite mixtures can be categorized
roughly into three areas. (Forseth RR, Schroeder FC, Curr Opin Chem Biol, 15, 38-47, 2011)
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Fig. 2. Structures of new natural products identified via NMR—spectroscopic analyses of complex mixtures. Myrmicarin
430A (1) and bacillaene (6) represent members of a small but growing class of metabolites that have never
been isolated in pure form. (Forseth RR, Schroeder FC, Curr Opin Chem Biol, 15, 38-47, 2011)
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