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Fig. 2. Human Nod1 and Nod2(receptors of peptidoglycan(PGN)) and TLR4(receptor of lipopolysaccharide (LPS)/
lipid A) stimulatory activity in various bacterial cells and culture media.
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Fig. 3. (a) Isolation of fractions with hNod1 stimulatory activity from E. coli K—12 culture supernatant(M9 minimum
medium). (b) ESIQTOFMS/MS of the most active fraction from the E. coli culture supematant. (c) MS/MS
fragment ion analysis of the most active fraction for human Nod1 stimulatory activity, DS(anh)—-3P(DAP).
(Pradipta A. R. et al. J Biol Chem 2010, 285, 23607—23613)
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Fig. 4. (a) DEAC labeling reaction of amino groups in the Nod1 stimulatory fraction of the E. coli supernatant, (b)

Observed peptidoglycan fraction structures from the
(TCT) was also observed without labeling.
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Fig. 7. Stimulation of hNod1 by synthesized PGN fragments.44 (a) iIE-DAP(y—D—glutamyldiaminopimelic acid),
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