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Characterization of ERp29 and ADP-Ribosylation Factor 5 Interaction
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ERp29 is a endoplasmic reticulum (ER) lumenal resident protein that shows sequence similarity to the
protein disulfide isomerase family. Its biological function is thought to play a role in the processing
of secretory proteins within the ER, possibly by participating in the folding of proteins in the ER.
Although some data on ERp29 have been reported, its normal functions are still unclear. To gain in-
sights into the function of ERp29, we identified ARF5 protein as a protein that interacts with ERp29
using yeast two-hybrid screening and GST pull-down assay. Interaction between ERp29 and ARF5
was detected under normal cell conditions but not under ER stress conditions. This result may pro-
vide a clue for understanding ERp29 biological functions.
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Fig. 1. Interaction of ERp29 with ADP-ribosylation factor 5 (ARF5). (A) Construction of cell line in which ARF5 is
over-expressing. Explain the process here. (B) Interaction between ERp29 and ARF5 under normal cell conditions.
The ERp29 complex was immunoprecipited using anti-ERp29 antibody from normal and ARF5-overexpressing cells
and Dblotting with anti-V5 antibody. The 21 kDa ARF5 is indicated by an arrow. (C) Expression of ARF5 under ER
stress conditions. Tu; (Tunicamycin, Afglycosylation inhibition, 10 ug/ml-3 hr), DTT (Dithiothreitol, strong reducing
agent, 3 mM-3 hr); BFA (Bafilomycin A, H™-ATPase inhibition, 10 ug/ml-3 hr) A23187 (Ionophore A23187, divalent
cation ionophore, 2 mM-3 hr). (D) Dissociation of ERp29 and ARF5 under ER stress conditions. The conditions of IP

and W/b are same with Fig. 1B.
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