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Epidemiologic Characteristics of Human Bocavirus-Associated Respiratory
Infection in Children

Jae Hong Choi, M.D., Ji Yeun Paik, M.D., Eun Hwa Choi, M.D., and Hoan Jong Lee, M.D.

Department of Pediatrics, College of Medicine, Seoul National University, Seoul, Korea

Purpose : This study was performed to investigate the epidemiologic characteristics of human bocavirus (HBoV)—associated
lower respiratory tract infections (LRTIs) in children,

Methods : Nasopharyngeal aspirate samples were obtained from 658 children who had been hospitalized for LRTIs in Seoul
National University (SNU) Children’s Hospital and SNU Bundang Hospital from March 2000 to September 2005, Multiplex
RT-PCR was performed to detect 11 respiratory viruses including respiratory syncytial virus, adenovirus, rhinovirus, para-
influenza viruses 1 and 3, influenza viruses A and B, human metapneumovirus, HBoV, human coronavirus (HCoV) OC43/
229E, and HCoV-NL63. Clinical data were reviewed retrospectively,

Results : Overall, respiratory viruses were detected in 325 (49,4%) among 658 patients, HBoV was detected in 62 cases
(9.4%) and was responsible for 19.1% of virus—positive cases, HBoV was prevalent among infants and young children aged
from 3 months to 5 years with the mean age of 25,3 months, Co—detection of HBoV and other respiratory viruses was
observed in 37.1% which is significantly higher than average co—detection rate (12.3%) among overall virus—positive cases
(P=0.000). HBoV was identified mainly in late spring and early summer from May to July,

Conclusion: This study describes epidemiologic features of HBoV in Korean children compared with those associated with
other respiratory viruses, HBoV was prevalent among LRTIs in childhood, especially in late spring and early summer season
in Korea, (Korean J Pediatr Infect Dis 2011;18:61-67)
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Table 1. Distribution of Detected Respiratory Viruses

Virus No. of positive (%)
Respiratory syncytial virus 124 (33.6)
Human bocavirus 62 (16.8)
Adenovirus 35 9.5
Parainfluenza virus 3 32 8.7
Rhinovirus 31 8.4)
Influenza virus A 27 (1.3)
Human metapneumovirus 24 (6.5)
Parainfluenza virus 1 13 (3.5)
Human coronavirus NL63 11 3.0)
Influenza virus B 9 2.4
Human coronavirus OC43/229E 1 0.3
Total 369"

Percentage out of total sums of each detected virus
A total of 369 viruses was detected from 325 patients and
more than 2 viruses were detected in 40 patients
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Table 2. Co—detection of Detected Respiratory Viruses
Viruses (No. of positive) No. of patients with co—detection (%) P value®
Respiratory syncytial virus (124) 13 (10.5) NS
Human bocavirus (62) 23 (37.1) 0.000
Adenovirus (35) 15 (42.9 0.000
Parainfluenza virus 3 (32) 3(9.4) NS
Rhinovirus (31) 5 (16.1) NS
Influenza virus A (27) 3 (11.1) NS
Human metapneumovirus (24) 8 (33.3) 0.009
Parainfluenza virus 1 (13) 4 (30.8) NS
Human coronavirus NL63 (11) 6 (54.5) 0.001
Influenza virus B (9) 2 (22.2) NS
Human coronavirus OC43/229E (1) 1 (100 NS
Total virus—positive (325)7 40 (12.3) -

* . . ..
Co—detection percentage out of each virus—positive cases

Comparison of each virus versus average co—detection rate among overall virus—positive cases, by Fisher's exact test

Abbreviation : NS, not significant
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Table 4. Yearly Detection Rate of Human Bocavirus (HBoV)

Year No. of detected No. of_ No. of
HBoV (% ) detected virus total samples
2000 2 (23) 26 87
2001 12 (13.8) 62 87
2002 9 (9.1 66 99
2003 18 (9.4 74 192
2004 12 (11.D) 79 108
2005 9 (10.5) 62 86

Detection percentage out of total respiratory virus samples

—&— 2000
—&—2001
=-®--2002
=-0==2003
—— 2004

2005

Aug Sep Oct Nov Dec

Fig. 1. Monthly distribution of human bocavirus which was detected from 2000

to 2005.

Table 3. Age Distribution of Seven Frequently Identified Respiratory Viruses

No. of patients (%)

Age distribution

RSV HBoV ADV PIV-3 RV FA MPV
<3 mos 42 (33.9) 1 (6.1) 0 4 (12.5) 4 (12.9) 1 (37 2(83)
3-<24 mos 62 (50.0) 37 (59.7) 21 (60.0) 24 (75.0) 20 (64.5) 15 (55.6) 13 (54.2)
24 mos—<5 yrs 20 (16.1) 22 (39.5) 12 (34.3) 2 (6.3) 5 (16.1) 10 (37.0) 9 (37.5
=5 yrs 0 2 (12.2) 2 (57 2 (6.3) 2 (6.5 1 (37 0

Abbreviations : RSV, respiratory syncytial virus; HBoV, human bocavirus; ADV, adenovirus; RV, human rhinovirus; FA, in-

fluenza virus type A; MPV, human metapneumovirus
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