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Fig. 1. Schematic representations of the four AF(G)P structures
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Fig. 2. Procedure of ice crystal formation
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4 Basal plane Unordered Basal Plane

AFP 3. Ice still grows on unordered basal plane.
Prism face

1. AFP binds preferentially to prism faces,
through dipolar and hydregen bond interactions.

2. This results in ordering of water-dipoles
(shaded area) that lie within the field of AFP
helix-dipoles.

5. Continued ice growth on basal
plane, and continued binding of AFP
to prism faces results in bipyramidal
ice crystals.

4. AFP binds to new ice front.

Fig. 3. Schematic representation of type | AFP interaction with ice
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Fig. 4. Morphology of ice crystal in the presence of AFP
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Fig. 5. Bright field pictures taken of formulation Alonly sucrose), and formulation D(ice cream
mixture), with and without 0.25% AWWE(cold—acclimated winter wheat extracts) at -5,
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