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Monitoring of Restaurant Beef Labeling System
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ABSTRACT - The compulsory beef labelling system has launched from January 1st 2007 by the amended Food
Hygiene Law, we were checked the actual conditions of beef origin with a nationwide scale by the Hanwoo differen-
tiation specific test method which was developed by Korea FDA using 90 SNP biomarkers. The test method is useful
tool to differentiate the beef origin carrying out the mission of KFDA's annual food safety management guidance.
Also we have technically transferred the Hanwoo differentiation specific test method to other institutes as well
regional KFDA and established the training program as a regular course in Korea Human Resource Development
Institute for Health and Welfare. The beef used in this study were collected according to the 2009 Food safety guid-
ance in roast beef restaurants where business site area greater than 100 m”. Total 216 samples were consisted of 48
samples of the Seoul area and 168 of the region. The monitoring result from restaurants in all the region of Korea
showed that 3 of 216 Hanwoo-labelled beefs were found out as a non-Hanwoo (1.3%). This results are gradually
deceasing trend compared with 34.0% in 2005, 30.1% in 2006, 3.2% in 2007 and 5.14% in 2008. From these data, the
Hanwoo differentiation specific test method on the settlement of the compulsory beef labelling system has an impor-
tant role. As a outcome of this project, we might be considered the early settlement of the compulsory beef labelling
system, technically transferred to other institutes and the establishment of regular training program of the test method.
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Table 1. Hanwoo Test Method
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Table 2. Hanwoo Marker Genotyping

SNPID Geno‘[ype EH iE gl‘ MiSSiI’Ig SNPID Genotype L’H i§ by MiSSil’lg
Btau0423 CC=0 AC=1 AA=2 0.206 Btau3654 TT= TC=1 CC=2 0.870
Btauf0498 GG=0 AG=1 AA=2 0.554 Btau03656 GG=0 AG=1 AA=2 0.491
Btau(0542 TT=0 TC=1 CC= 0.811 Btau03717 AA=0 AG=] GG= 0.839
Btau00664 AA=( AG=1 GG=2 0.897 Btau03760 CC=0 TC=] TT=2 0.427
Btau00673 TT=0 TA=1 AA= 0.650 Btau(3782 CC=0 TC=] TT=2 0.761
Btau00852 TT=0 TG=1 GG=2 0.659 Btau(3807 CC=0 AC=1 AA= 0.682
Btau00853 CC=0 TC=1 TT=2 0.448 Btau03816 GG=0 AG=1 AA=2 0.487
Btau00926 CC=0 AC=1 AA=2 0.520 Btau03829 GG=0 AG=1 AA=D 0.839
Btau(1038 AA=( AG=1 GG=2 0.977 Btau(3845 AA=0 AG=1 GG=2 0470
Btau01227 TT=0 TC=1 CC=2 0.289 Btau03880 GG=0 AG=1 AA= 0.509
Btau01397 TT=0 TC=1 CC=2 0.774 Btau03932 TT=0 TC=1 CC=2 0.482
Btau1591 CC=0 TC=1 TT= 0.858 Btau03989 AA=0 AG=] GG= 0.618
Btau01782 GG=0 AG=1 AA=2 0.231 Btau(4018 AA=0 AG=1 GG=2 0.397
Btau(1804 TT=0 TC=1 CC= 0.877 Btau(4053 CC=0 TC=1 TT=2 0.951
Btau0 1839 TT=0 TC=1 CC=2 0.745 Btau04080 CC= TC=1 TT=2 0.780
Btau(2018 GG=0 AG=1 AA=D 0.604 Btau04104 GG=0 AG=1 AA=2 0.557
Btau02057 CC=0 TC=1 TT=2 0.955 Btau04188 GG= TG=1 TT=2 0.859
Btau02109 TT=0 TC=1 CC=2 0.797 Btau04200 AA=() AG=1 GG=2 0.750
Btau(2133 AA=( AG=] GG=2 0.674 Btau04236 CC=0 GC=1 GG= 0.748
Btau02265 GC=] GG= 0.429 Btau04242 CC=0 TC=1 TT= 0.919
Btau(02266 TG=1 GG= 0.933 Btau04312 CC= GC=1 GG= 0.986
Btau02349 TC=1 TT=2 0.647 Btau(4361 CC=0 TC=1 TT=2 0.922
Btau(i2443 AG=] AA= 0.829 Btau04377 TT=0 TC=1 CC=2 0.927
Btau03016 TC=1 TT=2 0.744 Btau04394 CC=0 AC=1 AA= 0918
Btau03062 TC=1 TT=2 0.717 Btau04443 GG=0 AG=1 AA=D 0.996
Btau03108 AG=] GG=2 0.727 Btau(4477 GG=0 AG=1 AA= 0.364
Braud3113 TC=1 CC= 0.966 Btau04480 CC=0 AC=] AA= 0.461
Btau03217 AC=1 AA=2 0.834 Btau04517 CC=0) TC=1 TT=2 0.361
Btau03224 A= AA=2 0.492 Btaud4568 CC=0 GC=1 GG=2 0.422
Btau03234 TC=1 CC=2 0.872 Btau(4630 TT=0) TG=1 GG=2 0.855
Btau0d3256 TC=1 TT=2 0.770 Btau04634 AA=( AG=1 GG=2 0.824
Btau03281 AG=1 AA=D 0.905 Btau04787 GG=0 AG=] AA=D 0.956
Btau03290 AG=1 AA=D 0.776 Btau04808 GG= AG=] AA=D 0.514
Btau03315 TC=1 CC=2 0.949 Btau(4942 TT=0 TC=1 CC= 0.357
Btaud3318 TC==1 2 0.892 Btau(5141 TT=0 TC=1 2 0.760
Btau03324 AGe=] AA=2 0.832 Btau05398 CC=0 TC=1 TTe 0,299
Btau03334 TA=1 AA=D 0.294 Btau(5450 CC=) TC=1 TT=2 0.855
Btau03344 GC=1 GG=2 0.637 Btau05468 AA=Q AG=1 GG 0.487
Btau03413 AG=] AA=2 0.846 Btau(5555 TT=0 TA=1 AA=2 0.930
Btau03478 TC==1 TT=2 0.800 Btau03565 TT=0 TG=1 GG= (.899
Btau03480 TG GG=2 0.724 Btau(5594 TT=0 TG=1 GG=2 0.959
Btau03514 GG=0 AG=1 AA=] 0.494 Btau03638 TT=0 TCx=1 CC=2 0973
Btau03567 TT=0 TC=1 CC=; 0.629 Btau05673 CC=0 TC=1 TT=2 0.823
Btau03572 GG=0 AG=1 AA=D 0,532 Btau(3707 CC=0 AC=1 AA= 0.960
Btau03612 TT=0 TC==1 CC=2 0.796 BtauMCIR TT=0 TC=1 CC=2 0.558

- DNA A 8& flob 22 dlos 54 v28 V& — A H S0l A7huk-S-4-(Allele-Specific Extension) Z |

> #HE DNA %7} 50ngule] H%5 TE ¢34 (pH ojE ]
8.0)Oﬂ 8], - A% (Extension) 2 % ¥(Ligation) ¥k
— PCR v+
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Table 3. Continued Table 3. Continued
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Table 3. Continued

Table 3. Continued
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Table 3. Continued
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