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Diversity of Myxobacteria in Soil Samples from
Asansi and Uponeup in Korea
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Diversity of myxobacteria in five soil samples from Asansi and Uponeup in Korea was explored by
means of polymerase chain reaction (PCR) using primers that specifically bind 16S rDNA of myxo-
bacteria. DNA sequence analysis of 76 PCR fragments containing myxobacterial 16S rDNA revealed
five putative novel myxobacterial genera whose 16S rDNA sequences shared <95% sequence identity
with those of the type strains. This finding indicates the presence of many uncultured and unidentified

myxobacterial species in Korean soil.
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Fig. 1. Phylogenetic tree of 16S rDNA sequences from myxobacteria detected in the analyzed soil samples with the 16S rDNA sequences of
representative myxobacteria. The numbers in parentheses are GenBank accession numbers of the 16S rDNA sequences. Bootstrap values
(expressed as percentages of 1,000 replications) >50% are shown at the branching points. Desulfovibrio desulfuricans (accession number
M34113) was used as an out-group. Closed circles indicate sequence identity of <95% with the 16S rDNA sequences of type strains (T) and
novel isolates (NI), and open circles indicate sequence identity of <97% with the 16S rDNA sequences of type strains and novel isolates. Scale
bar represents 0.05 substitutions per nucleotide position.
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