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— Weissella species are one of the most common lactic acid bacteria isolated from kimchi during kimchi fer-
mentation but few researches have been done on this group of organisms. Its recent establishment as a separate
genus is one reason for the few studies. Another reason is probably poor resolution of identification methods
based on biochemical properties. Currently, 14 species are registered in the genus of Weissella but new mem-
bers are reported continuously. It is important to understand at detail the properties and roles of Weissella spe-
cies during kimchi fermentation if desirable properties of Weissella species are fully utilized for the production
of high quality kimchi with good taste and enhanced biofunctionalities.
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Fig. 1. A scanning electron micrograph of W. confuse 20 strain.
Picture was taken using a field emission scanning electron micro-
scope. Model, Philips XL.30 S FEG (Netherland).
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Table 1. Weissella species.

species source old name/reference
W. beninensis From cassava fermentations [35]
W. cibaria from Malaysian foods [4]
W. confuse from sugar cane Lb. confusus
W. fabaria from cocoa fermentation [17]
W. ghanensis from fermented cocoa [16]

W. halotolerans from sausage

Lb. halotolerans

W. hanii* from kimchi

W. hellenica from fermented Greek sausage [15]

W. kandleri from desert spring (Namib Desert, Namibia) Lb. kandleri
W. koreensis from kimchi [28]

W. minor from milking machine slime Lb. minor

W. paramesenteroides

from fermented Greek sausage

Leu. paramesenteroides

W. salipiscis* from fermented fish in Thailand
W. soli from soil [32]
W. thailandensis from fermented fish in Thailand [41]

W. viridescens

from cured meat products

Lb. viridescens

*The species is not officialy confirmed.
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Table 2. Examples of bioconversions by Weissella and other lactic acid bacteria.

Strains Bioconversion reference
Weissella confusa isoflavone glycosides into aglycons by single or mixed culture durin,
Lactobacillus plantarum . gy . gy Y Sing & [13-14]
soy milk fermentation
Enterococcus durans
Weissella koreensis production of ornithine from arginine [43]
Bifidobacterium sp. transformation of ginsenosides Rb2 and Rc [8]
Lactobacillus delbrueckii sp. in ginseng
Lactobacillus acidophilus P rOfiuctlon oflsoﬂavone ag lycones [42]
during soy milk fermentation

Lactobacillus acidophilus, isoflavone glycosides into aglycons [18]
Bifidobacterium lactis during soy milk fermentation
Lactobacillus acidophilus, isoflavone glycosides into aglycons

. . . . . [38]
Lactobacillus casei during soy milk fermentation

. . . conversion of daidzin and daidzein
Bifidobacterium (26 strains) during soy milk fermentation 391
Lactobacillus helveticus, isoflavones and B-vitamin changes by single or mixed culture during [5]
Streptococcus thermophilus beverage fermentation
Lactobacillus reuteri production of conjugated linoleic acid (CLA) from linoleic acid (LA) [30]
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