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Abstract — Lophatheri Herba is the aerial part of Lophatherum gracile Bronghiart((R 77 %E, Gramineae). 25~75 c¢m in length.
Stem: cylindrical with nodes, empty inside, externally pale yellowish green. Leaf: dehiscent of lanceolate lamina, shrunken and
rolled, 5~20 cm long, 10~35 mm wide; surface: pale green ~ yellowish green, parallel-formed with veins of square reticulate,
more distinct of appearance on the lower surface. Banbusae Caulis In Taeniam is the stringy strip derived from the stem with
the peeled-off epidermis of Phllostachys nigra Munro vat henosis Stapf, and Phllostachys bambusoides Siebold et Zuccarini
(13, Gramineae). Trregular in size and shape, thin plane ~ strip-shaped, sometimes powdery, sometimes 1~3 mm thick. Outer
surface: pale green ~ yellowish green, sometimes grayish white L. gracile and P. nigra have different origins although they
show similar morphologic features. We were able to distinguish between L. gracile and P. nigra which are almost indis-
tinguishable through this study. AFLP(Amplifide Fragment Length Polymorphism) was more suitable for identifying dif-
ferences between L. gracile and P migra in comparison with other genetic analysis using chemical analysis. Therefore.
molecular biological methods are believed to be useful for discovering origins of herbal medicines.
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Fig. 1. The AFLP procedure constituted the process of
restriction and ligation of genomic DNA, pre-selective
amplification, selective amplification and gel electrophoresis.
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Table 1. The sequence of adapters used the restriction and
ligation of genomic DNA

Adapter Sequence

EcoR 1 5" -CTCGTAGACTGCGTACC
CATCTGACGCATGGTTAA-5'

Mse 1 5" -GACGATGAGTCCTGAG

TACTCAGGACTCAT-5'

Table II. The sequence of FEcoR 1 and Mse 1 primers
reacted to pre-selective amplifications

Primer Sequence
EcoR 1 5' -GAC TGC GTA CCA ATT C-3'
Mse 1 5" -GAT GAG TCC TGA GTA A-3'

Table III. Selective amplification primers

Primer Sequence

E-AAC 5" - GAC TGC GTA CCA ATT C AAC-3'
E-ACC 5" - GAC TGC GTA CCA ATT C ACC-3'
E-AAG 5' - GAC TGC GTA CCA ATT C AAG-3'
E-ACG 5' - GAC TGC GTA CCA ATT C ACG-3'
E-ACA 5' - GAC TGC GTA CCA ATT C ACA-3'
E-AGC 5' - GAC TGC GTA CCA ATT C AGC-3'
E-ACT 5' - GAC TGC GTA CCA ATT C ACT-3'
E-AGG 5' - GAC TGC GTA CCA ATT C AGG-3'
M-CAA 5" - GAT GAG TCC TGA GTA A CAA-3
M-CAA 5" - GAT GAG TCC TGA GTA A CAA-3
M-CAC 5' - GAT GAG TCC TGA GTA A CAC-3'
M-CAG 5" - GAT GAG TCC TGA GTA A CAG-3
M-CAT 5' - GAT GAG TCC TGA GTA A CAT-3'
M-CTA 5' - GAT GAG TCC TGA GTA A CTA-3'
M-CTC 5' - GAT GAG TCC TGA GTA A CTC-3'
M-CTG 5' - GAT GAG TCC TGA GTA A CTG-3'
M-CTT 5' - GAT GAG TCC TGA GTA A CTT-3

9 ZZ0ES-2 72°CoA] 14 30 27+ FeYsiglon & )
AS 35 3] AN §AF SF dHE gRlsk] 23]
1.2% o7 FR2A AollA SEREgo] B AlE 10 ubs A
7195 0oz Bl
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gt} 7} Zeto|w|= | 2 A9 FEE zetolne] 3 Ut
o] 3 71¢] oligo-nucleotideE ©]-8-all AZ=FAIZIT}, whebA
7} Zg}o|HE EcoR 19} Mse 19} S-S &= Q= 64 719
A zE Zeto|HE THEo] ¥ 4 JITi(Table III). 314}
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Lophatherum gracile
(Japan)

Phyllostachys nigra var.
henosis (Korea)

Kor. J. Pharmacogn.

Heleetherbal medicine
(China)

Fig. 2. Comparative results of microscopy methods between Lophatherum gracile and Phyllostachys nigra var. henosis.

Lophatherum gracile

(Japan)
Fig. 3. Distributed samples at the market.
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766 bp—>
500 bp—>
350 bp—>
300 bp—>

150 bp—>

M 1 2 3 4 1 2 3 1

M. 100 bp DNA marker 1. Phyllostachys 1. Fake
1. Lophatherum gracile from nigra var. herbal
Busan henosis from medicine
2. Lophatherum gracile from China K
Daejon 2. Phyllostachys (China)
3. Lophatherum gracile from nigra var. henosis
Taegu from Korea
4. Lophatherum gracile from 3. Phyllostachys

nigra var. henosis
from Japan

Kwangju

Fig. 4. Comparative results of AFLP fingerprinting methods
between Lophatherum gracile and Phyllostachys nigra var.
henosis (from left : Lophatherum gracile. Phyllostachys nigra
var. henosis, Fake herbal medicine).
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