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Preparation for Calcium and Iron-binding Peptides from
Rice Bran Protein Hydrolysates
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Calcium and iron binding peptides were prepared by enzymatic hydrolysis and ultrafiltration of
rice bran protein (RBP), which was isolated from defatted rice bran by phytase and xylanase
treatment and ultrasonication. The isolated RBP had a molecular weight in the range of 10-66
kDa. The extracted proteins were hydrolyzed using Flavourzyme for 6 hr. After ultrafiltration
under 5 kDa as molecular weight, the peptides were fractionated into 4 peaks by Sephadex G-15
gel permeation chromatography, and each fraction was determined for calcium and iron binding
activity. As the result, F1 and F2 fractions were the best candidate for calcium and iron chelation,
respectively. These results suggest that the calcium and iron binding peptides can be used as

functional food additives in food industry.
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Fig. 1. Procedure for extraction of rice bran protein.

(66.2 kDa), phosphorylase b(97 kDa)y2 AM&-31Th.
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Fig. 2. SDS-PAGE pattern of defatted rice bran protein. Lane 1,
standard marker; lane 2, defatted rice bran protein
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Fig. 3. Effect of hydrolysis time on the available amino group
concentration of rice bran protein hydrolysates (A) and SDS-
PAGE profile (B).
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Fig. 4. Elution profile of rice bran protein hydrolysates from
Sephadex G-15. Void volumn of the column was 80 mL and
exclusion limit was 1,500 Da. The absorbance was measured at 214
nm.
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Table 1. Ca/peptide and Fe/peptide concentration for GPC fraction
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