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Abstract Analyzing protein-protein interactions(PPI) is an important task in bioinformatics as it
can help in new drugs’ discovery process. However, due to vast amount of PPI data and their
complexity, efficient visualization of the data is still remained as a challenging problem. We have
developed efficient and effective visualization system that integrates Gene Ontology(GO) and PPI
network to provide better insights to scientists. To provide efficient data visualization, we have
employed dynamic interactive graph drawing methods and context-based browsing strategy. In
addition, quick and flexible cross-reference system between GO and PPI; LCA(Least Common
Ancestor) finding for GO; and etc are supported as special features. In terms of interface, our
visualization system provides two separate graphical windows side-by-side for GO graphs and PPI
network, and also provides cross-reference functions between them.
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