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Fig. 2 FE-SEM image of magnetic particles for nucleic
acids purification. Uniform size of magnetic beads
is well seen at SEM image of silica coated
magnetic beads (Bioneer Corp.)
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Fig. 5 The Principle of Exicycler™ 96
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Fig. 7 (A) Schematic illustration of the integrated RT-PCR chip. Several components including a microtemperature
module, a bead collection , and a microfluidic control module are integrated onto a single chip
(B) A photograph of the integrated RT-PCR system
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