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Abstract

Yersinia enterocolitica is a zoonotic agent, and to cause food poisoning. This study
was carried out to get some basic information for the control of Yersinia infection. A
total of 1,680 samples were collected from beef and pork carcasses from January
2000 to December 2007 in Seoul. The isolation rate was higher in pork carcass than
in beef carcass. Five(0.59%) Yersinia enterocolitica were isolated from the 840 of
beef carcasses, and eighteen(2.14%) were isolated from the 840 of pork carcasses.
Among 23 strains, 22 were classified into biotype 1A, and one was biotype 6. In
serotyping of Y enterocolitica isolates, 21 strains were untypable (UT), and 2 were
05 and O& réspectively. In PCR, Ail gene was not detected in all of 23 strains that
determined non—pathogenic. In antimicrobial susceptibility test, twelve strains(52.2%)
of 23 isolates showed the multi—resistant patterns with over 3 drugs. PFGE was

performed after the genomic DNA of twenty three isolates, which was digested with
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Xba I. the 23 isolates showed 12(A " 1) PFGE type.
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Table 1. Characteristics of the Y enterocolitica isolated from carcasses

Isolat Animal li Ail gene
numb:r specieas Sal(;lr;ieng Biotype Serotype P(gJR PEGE type

Sl bovine 060207 1A UT - B2
S2 bovine 060222 1A UT - [

S3 porcine 060222 1A UT - J3
S4 porcine 060306 1A 05 - Bl
SH porcine 060306 6 UT ~ G

S6 porcine 060314 1A UT - L

S7 porcine 060314 1A UT - Cl
S8 bovine 060314 1A UuT - C2
S9 porcine 060323 1A UT - Al
S10 porcine 060328 1A UT - Al
S11 poricne 060328 1A UT ~ Al
S12 porcine 060328 1A UT - A2
S13 porcine 060404 1A UT = H
S14 porcine 060404 1A uTr - Al
S15 bovine 060404 1A 08 - F

S16 porcine 060418 1A UT - D1
S17 porcine 060418 1A UT - D1
S18 bovine 070312 1A UT - E

S19 porcine 070409 1A uT — J2
S20 porcine 070423 1A uUT - K1
S21 porcine (71126 1A uUT - J1
S22 porcine 071126 1A UT - J1
S23 porcine 071126 1A uUT = J1
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Table 2. Antimicrobial susceptibility of 23 Y enterocolitica isolates

Disc No of isolates(26)
Antimicrobial agents
potency (ug) Resistant Intermediate Susceptible
Amikacin 30 0 0 23(100)
Cﬁ:ﬁzﬁhi y 20/10 11(47.9) 3(13.0) 0(39.1)
Ampicillin 10 18(78.3) 3(13.0) 2(8.7)
Carbenicillin 100 21(91.3) 0 2(8.7)
Cefazolin 30 10(43.5) 6(26.1) 7(30.4)
Cefotaxime 30 0 0 23(100)
Chloramphenicol 30 0 0 23(100)
Ciprofloxacin 5 0 0 23(100)
Colistin 10 1(4.3) 0 22(95.7)
(GGentamicin 10 0 0 23(100)
Kanamycin 30 0 0 23(100)
Neomycin 30 0 0 23(100)
Streptomycin 10 0 0 23(100)
Sulfisoxazole 250 0 0 23(100)
Tetracycline 30 0 0 23(100)
SI;;;;;O;;Z | 125/ 0 0 23(100)

Table 3. Multiple drug resistant patterns in Y enterocolitica isolates

Multiple drug resistance pattern No of isolates(%)

Colistin, Ampicillin, Amoxicillin/clavulanic acid, cefazolin 1(4.3)
Ampicillin, Amoxicillin/clavulanic acid, cefazolin, Carbenicillin 6(26.0)
Ampicillin, Amoxicillin/clavulanic acid, Carbenicillin 4(17.4)
Ampicillin, Amoxicillin/clavulanic acid, cefazolin 1(4.3)
Total 12(52.2%)
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Fig 1. PFGE patterns of 23 strains of YV enterocolitica isolated from the carcass
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Ak XA Yersinia entericolitica®l &2 & £4

Fig 2. Dendrogram showing the clustering of PFGE patterns for 23 isolates of
Y enterocolitica from the carcasses
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