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Chromosome Compositions of Four Cultivated Cucurbitaceae Species. Kwon Ji Yeon, Park Hye Mi,
Lee Sung Nam, Choi Sun Hee, Song Kyung A and Kim Hyun Hee* Department of Life Science,
Sahmyook Univ., Seoul 130-650, Korea - The chromosome numbers and compositions were investigated
in four cultivated species of Cucurbitaceae; Cucumis sativus L., Citrullus lanatus (Thunb.) Matsum. et
Nakai, Cucumis melo L., Luffa cylindrica (L..) Roemer. through general aceto-orcein staining method. The
chromosome compositions of four species were diploids of 2n=22, 2n=24 and 2n=26 respectively. The
chromosomes were relatively small and showed gradual length degradation from 2,50 um te 216 pm
in Cucumis sativus, 3.71 pm to 211 pm in Cucumis melo, 3.20 pm to 240 pm in Citrullus lanatus and
317 um to 1.97 ym in Luffa cylindrica. The chromosome types consisted of all metacentrics in Cucumis
sativus, seven pairs submetacentrics and five pairs metacertrics in C. melo, four pairs of sub-
metacentrics and seven pairs metacertrics in Citrullus lanatus, and two pairs submetacentrics and elev-
en pairs metacentrics in Luffa cylindrica (L.) Roemer.. The satellites were found in a pair of chromo-
somes in C. melo and two pairs in Luffa cylindrica. The chromosome compositions in these four species
showed species-specific patterns and seemed to provide useful informations for breeding and molec-

ular cytogenetic works on Cucurbitaceae.
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Fig. 1. Mitotic metaphase chromosome complements of Cucumis
sativus L. (A), Citrullus lanatus (Thunb)) Matsum. et
Nakai (B), Cucumis melo L. (C), and Luffa cylindrical (L.)
Roemer (D). The arrows indicate satellite chromosomes.
Scale bar; 5 pm.
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Fig. 2, Karyotypic idiograms of Cucumis sativus L. (A), Citrullus
lanatus (Thunb.) Matsum. et Nakai (B), Cucumis melo L.
(O), and Luffa cylindrica (L.) Roemer (D). The arrows in-
dicate satellite chromosomes.
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Table 1. Karyotype data of 4 taxa of Cucurbitaceae, A) Cucumis sativus L., B) Citrullus lanatus (Thunb.) Matsum. et Nakai, C) Cucumis

melo L., D) Luffa cylindrica (L) Roemer

Species Chr. No. Chr. Karyotypic Sat Chr.
(Zn) length formula {pairs)
A 14 143~233 ImA2m+2mt2m+2mt2m+2m 0
B 2 1.10~250 2ot 2t 2me 2m+ 2mA 2me 2me 2 2 2m+ 2m 1
C 24 221707 Zsm+2m+2sm+2m+2m+2sm+2m*+2m+2m+2m+2m+2m 1
D 2 1.99~6.60 2m*+2m+2mF2m+2m+ 2m+2m*+ 2m+2m+2m+2m+2m+2m 2

m; metacentric, sm: submetacentric, *: satellite chromosome

AJgiznE::

12 3 45 67

12 3 45 678 9%910n

c l"l“imu

12 3 45 67 8910112

[ s

12 345 67 8 910111213

Fig. 3. Diagramatic idiograms of Cucumis satious L. (A), Citrullus
langtus (Thunb.) Matsum. et Nakai (B), Cucumis melo L.
(C), and Luffa cylindrica (L) Roemer (D).
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