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| ABSTRACT I

O bjectives : We investigated the association of Val108/158Met polymorphism on catechol—O—methyl trans-

ferase (COMT) gene with smooth pursuit eye movement(SPEM) abnormality in Korean schizophrenia pa-
tients.

Methods : We measured SPEM in 217 Korean schizophrenia patients(male 116, female 101) and divided
them into two groups, one was a good SPEM function group and the other was a poor SPEM function group.
Then we analyzed Val108/158Met polymorphism on COMT gene. We compared the differences of genotype
and allele distributions of the polymorphism on COMT gene between the two groups.

Results : The natural logarithm value of signal/noise ratio(Ln S/N ratio) of the good SPEM function group was
4.39+0.33(mean*s.d.) and that of poor SPEM function group was 3.17+0.71. There were no statistically sig-
nificant differences of age and male/female ratio between the two groups. There were no significant differences
of genotype or allele distributions of the Val108/158Met polymorphism on COMT gene between the two schizo-
phrenic groups.
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Conclusions : The results suggest that Val108/158Met polymorphism on COMT gene is not related to SPEM

function abnormality in schizophrenia.

KEY WORDS : Schizophrenia - Catechol—O—methyl transferase(COMT)

Genetic polymorphism.
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H (40.7%), A/JAS Met/Met®)& 107 (9.3%) 013111,
P%«‘E A5 rolME GGl 578 (52.3%), A/GH
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v@x}ﬁcﬂ Bizo] 2ol 91%ltH £°=0.3537, p=0.55,

odds ratio=1.14). COMT Vall08/158Met © $37] Tt

Table 1. Demographic profile of schizophrenia patients

P HFAAE L 25 SerlME G 97
= 152(70.4%) )1 A 971 64(29.6%) 0], Q-2
E AETNE G 971 159(72.9%)0]a A 7]

59(27.1%) 8.2 F A1) ti-f-3A18 2] 222 2f
15 912tH £%=0.3511, p=0.55, odds ratio=1.14).
-2 A el tﬂra} Al To= Urol F1t g
I TS vt AelE AR digaxrE e
O] Aol QI HE #e] WAL ke )
2= AR G230 S7F A ERA] A9H(E 2).
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3. COMT Val108/158Met & &7 @y {HAY
9 AFRE dill TS 2AHEN

COMT Vall08/158Met & 947] vF&84 9] &2}

HEE ol 3l EAelM, G/G #A- (Val/Val)

Table 3. Association analysis between genotypes of
COMT Val108/158Met polymorphism and Ln
S/N ratios of SPEM in Korean schizophrenia
patients using regression model

Number Ln S/N ratio p-value

Genotype G/G 111 3.75+0.89 0.57
(Val/val)
A/G 89 3.79+0.77
(Val/Met)
A/A 17 3.87+0.60
(Met/Met)

Good SPEM function group (N=108) Poor SPEM function group (N=109) p value
Ln S/N ratio of SPEM 4.39+0.33 3.17+0.71
Age 44.35+8.63 45.17+8.99 0.49
Sex (M/F) 54/54 62/47 0.31

Analysis of age was performed by student t-test and analysis of sex was done by y2-test. Mean *s.d. of each val-
ue is shown. Ln S/N ratio of good SPEM function group was equal or above 3.97, and that of poor SPEM function

group was below 3.97

Table 2. Genotype and allele frequency of COMT Val108/158Met polymorphism between schizophrenia groups
with good SPEM function and poor SPEM function

Eye movement function

Odds ratio

Good(N=108)

Poor(N=109)

2 -
x p-value (95% CI)

Genotype G/G (vVal/val) 54(50.0%)
A/G (Val/Met) 44(40.7%)
A/A(Met/Met) 10( 9.3%)

Allele G 152(70.4%)
A 64(29.6%)

57(52.3%)
45(41.3%)

159(72.9%)
59(27.1%)

0.3537 0.55 1.14(0.75-1.73)

7( 6.4%)

0.3511 0.55 1.14(0.75-1.72)

Logistic regression models were used for calculating odds ratios(95% confidential interval) and corresponding
p-values. Eye movement function was considered good if Ln S/N ration of SPEM was equal or above 3.97, and it
was considered poor if Ln S/N ration of SPEM was below 3.97
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