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Proteins carrying unnatural amino acids with novel side chains add a new dimension to studies of protein structure and
function. This article provides an overview of the various strategies that have been developed to date for the synthesis of

such proteins.
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Figure 1. Application of proteins carrying unnatural amino acids
containing novel functional group.
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Figure 2. Summary of methods for the incorporation of unnatural
amino acids into proteins.
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Figure 3. Strategy for site-specific incorporation of unnatural amino
acids into proteins using nonsense suppression.
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Figure 6. Some sturucture of unnatural amino acids that have been added to the genetic code of E. coli (14).
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