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Characterization of Rice black-streaked dwarf virus in Maize
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This study was carried out to identify the Rice black-streaked dwarf virus that infected maize plants collected
from Gochang-gun in Jeoliabukde in 2005. The genomic dsRNA from infected plants was extracted and the
genome pattern was analyzed by polyacrylamide gel electrophoresis. Results of the electrophoresis revealed
the already known 10-segment genome and the difference of mobility was confirmed in isolates by collected
areas. The RBSDV was identified from the result of RT-PCR using the template of extracted dsRNA and spe-
cific primer. The results of S10 cloned te pGEM-T vector and the conducted in sequence analysis consisted of
1,801nt and 559aa. This was of the same size as the RBSDV S10 identified in rice, and the change was con-

firmed in 18 base and displayed homology of 99%.
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‘ﬂ HE&E Q8 (Rice black-streaked dwarf virus, RBSDV)
& Reoviridae}+2) Fijivirus £l £3812 W, 47, $4,
%4, e 7152 31, NB - (Laodelphax striatellus)l
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Fig. 1. Severe stunt and yellow streak on maize infected with RBSDV at Gochang area, Jeollabukdo. Left; Magnified symptom. Right;
Almost all maize plants in field damaged by RBSDV with the infection rate of 95%.
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Fig. 2. Genomic dsRNA migration profiles of RBSDV isolates
from rice and maize. Upper number on the columns shown
dsRNA extracted from rice plants (1-3) and maize (4-6) infected
with RBSDV. Lane 2 (Number 2) shown mixed infection of RDV
and RBSDV. M is dsRNA size marker S1-S12 of RDV.
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Fig. 3. Complete nucleotide sequence of RBSDV S10 from
maize. The RBSDV S10 consisted of 1801nt and 559aa.
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