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Abstract

The objective of this study was to differentiate the beef species between Hanwoo and
Holstein from a total of 1,081 beef samples using PCR-RFLP of MCIR gene. When a PCR
product of 403 bp specific band amplified from bovine MCIR gene sequence was digested
with restriction enzyme MspAll, Hanwoo type showed 2 bands, 220 bp and 183 bp size
bands. Holstein type, however, showed three bands, 220 bp, 138 bp and 45 bp size band,
respectively. The results of the differential test for beef species were as following; 7
samples (0.64%) were determined to Holstein type, of which 4 were submitted from
administrative authorities, other 3  from self-collection planing, and none from civilian

clients including school.
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Table 1. Classification of beef samples used in this study according to the client

No (%) of samples submitted by

Group Total Civilian Administrative Self
(Individual/Group) authorities collection
Year 1,081 955 95 31
aoo (88.3) (8.8) 2.9
2008 576 516 60
2007 505 439 35 31
1 2 3 4 M

Fig 1. PCR-RFLP analysis of MCIR gene digested with MspAll restriction enzyme

Lane 173 : Hanwoo ; lane 4 : Holstein ; lane M :

Agaa Aol 93 DNA Ad2 PCR
FZEMNE 8 ul, 10xreaction buffer 15 4
(Promega, USA), Bovine serum albumin
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PCR % PCR-RFLP
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gHoR AT (Fig 1.
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Table 2. Results of beef differential test between Hanwoo and Holstein

No (%) of samples defined as types

Group Total

Hanwoo Holstein

Clients 1,081 (100) 1,074 (99.36) 7 (0.64)
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A -
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