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Abstract

A total of 1,354 samples was collected from bovine and porcine carcass from
January 2005 to December 2006 in a slaughter house. Twenty five strains(1.8%) of
Listeria monocytogenes were isolated from 1,354 samples using selective media.
Ten(1.4%) L monocytogenes were isolated from the 677 of bovine carcasses, and
15(2.2%) were isolated from the 677 of porcine carcasses. Among 15 L mono-
cytogenes from porcine, 11 siolates were serovars 1/2c, followed by 1/2b (3 strains,
20.0%) and 1/2a(1 strain) Out of 10 bovine samples, positive cases in 1/2a were 9
strains (90.0%), 1/2b were 1 strains(10.0%). PCR primers were selected to amplify a
520—base pair(bp) DNA fragment from the listeolysin O gene (AlyA) of L mono-
cytogenes. A 520—bp product was detected in PCR with DNA from L monocytogenes,
but not from the other Listeria species tested. v
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A total of 25 L monocytogenes strains were analysed by PFGE after digestion with
Apal. PFGE analysis of genomic DNA showed the 14~18 fragments ranging in size

from 30 to 550 kb, resulting in 14 patterns.
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Table 1. Nucleotide sequence of primers used in this study

Primers

Nucleotide sequence (5'-3') G+C content (%)

Target PCR products (bp)

LL4 CGCCACACTTGAGATAT
LL5 AACCTATCCAGGTGCTC

47 AlyA 520
53

Pulsed field gel electrophoresis (PFGE)
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5A17F ¥H-E AR

3) Pulsed—field gel electrophoresis (PFGE)
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E71E AAS} 2 1587 AZAHT Az
T combd XX 1% agarose gel |
S B9 R 3087 gelE ZF . combel
o TEARA well2 F2 agarose HL ¥
o] A}t Gel2 CHEF Mapper PFGE
(Bio—Rad, USA)E o] &3}9] gradient 6.0
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Table 2. Characteristics of the L mono-
cytogenes isolated from carcasses

Isolate Animal PFGE
number species type Serotype
B-1 bovine D 1/2a
B-2 bovine C 1/2a
B-3 bovine D 1/2a
P-1 porcine F 1/2¢
P-2 porcine J 1/2a
P-3 porcine B 1/2¢
P-4 porcine G 1/2¢
P-5 porcine I 1/2¢
P-6 porcine H 1/2¢
P-7 porcine H 1/2¢
P-8 porcine H 1/2¢
B-4 bovine D 1/2a
B-5 bovine D 1/2a
B-6 bovine D 1/2a
P-9 porcine H 1/2¢
P-10 porcine H 1/2¢
P-11 porcine A 1/2¢
P-12 porcine H 1/2¢
B-7 bovine E 1/2a
P-13 porcine K 1/2b
P-14 porcine N 1/2b
P-15 porcine L 1/2b
B-8 bovine M 1/2b
B-9 bovine D 1/2a
B-10 bovine D 1/2a
A7 Y @
L monocytogenes =&l
20059 1€%H 2006 129704 & 1,354
29 2 EAEAT =X ExﬂLJﬂH 255

(1.80%) &) L monocytogenesE ¥ 3Ath

23t Listeria monocytogenes2 molecular typing

(Table 2). & Z=AZWAME F 6770 F
1071 (1.4%)°) ¥ HPeH, HAEAEH
ME F 6774 F 157 (2.2%)°) 23 Ho =
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A EEHA °}°‘ A Foe= 4z
3.3%% 8%E E%#ﬂo] Ay uet 2
&o] F/Rtty B3tk oly £ ATl
AoEA ol &8 #AAA A 1.4%9
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HAoes AL F3E £ ek
Msisty ol S ZHAN Et

Bag 25539 Listeria sppE API Lis-
teria® o] &3t A3y HAAAE o 2

I} arylamidase, xylose, ribose, glucose-
1- hosphate, tagatoseollAlE 4% esculin
hydrolysis, e-mannosidase, D-arabitol, rham-
nose, ¢-methyl-D-glucosideo|A = AL
et olgt 2& 54-& Doyle, Geni-
goergis, Seeliger® Jones? 7|3 o
A8kg 1Y, Fujisawa 'Y, Beumer 5190
B3t AAols Fdste] EEE dF EFVL
L monocytogenesB< AT F Q%)
Listeria®l serotypes *]& Paterson©|
type 194 4714 ER73A oY, 1 olF 13F
9 dHYPoR U¥on, gAiHgolgozR
B EgEH= gFEEY serotype®] 1/2a, 1/2b
a8l3 4betn B, B Agda 2
2l 255 EF type 19019129, 1/2¢7} 11
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F(44.0%), 1/2a7t 105 (40.0 %), 28z Table 3. Serotype of L monocytogenes
1/2b7F 45(16.0%) = YEFStH(Table 3). ¥ isolates
A Yehdt 382 ulzol st

o 1= v 3 No of Serotype
1/2b, 1/2a, 4b7} A8 Wi ® 139 okAb ear Source . oa 1726 1/2¢
ojuf dE, FHAAM 4b Hgol M L
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Folal EAl% BAANN ERR 27 mo s00g el 4 31
type 192 BHEHIGT 2103929, Jang Pork 7 0 3 4
200 A%eA 1/2 serotypeo] 95%01% 1 Total 25 10 4 11
Elgthn ®ask uf 9lo], B el nlsE g (%) (100.0) (40.0) (16.0) (44.0)
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(a)
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Fig 1. DNA products amplified
from Listeria monocytogenes by
PCR assay with primers LL4
and LL5.

M; 100bp

101516517 iEg9: 2001 9900 0 or ol 97 N ladder, 1; negative control (D.W)
2; L. monocyto-genes 3—27;

L monocytogenes field isolates
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PCR Az} ol AV ¥ L monocytogenes BT
ofe] EolFE A s vE AwdME FF

L monocytogenes® AZo| A3 primer H abEo] YERGR] gkt
< listeolysin O gene (hlyA) S 2HE 114 Niederhauser =2V, Bubert £%, 181
9L LL5 primers #AIShe] A3l oH, Jaton 5%¥& L monocytogenesS) iap gene
PCR A3+ Fig 13 2. L monocyto- & o] g3te] PCRE &34 o} Jaton 29
genes W oF]Hg]F 255 R FolA 520bp o] B3 jap gened o]Ld HAFWH A
o] EojAel FEAHEC] YElwH. primer™ [ monocytogenes®lTt 5o &
B Aol s LL4 9 LL5S primerE A ZEA @] wEel, PCRE& ¥ % dot blot
L3+ L monocytogenes®) hlyA FARAE hybridization® 3t L monocytogenes‘
Al&stal, ol o7 AZzsluxt g, A & #9139}, Fitter $°%, Bansal®™, Hsih
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fragment 5 14~18/1Z vkstA eERR
th. 90% olde AFAHL 7I£LE PFGE
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Fig 2. Dendrogram showing the clustering of PFGE patterns for 25 isolates of
L monocytogenes from the carcasses
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