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Table 1. The description of oligonucleotide probes used to examine the composition of bacterial communities

Probe Specificity Sequence of probe (5' — 3" Target IRNA  E. coli positions
EUB338 Bacteria 16S rRNA 5-GCTGCCTCCCGTAGGAGT-3' 16S
ALF1b a-subclass 5-CGITCG(C/TYTCTGAGCCAG-3' 16S 19-35
BET42a {3-subclass 5“GCCTTCCCACTTCGTTT-3' 238 2043-2059
GAM42a v-subclass 5-TGGTCCGTGTCTCAGTAC-3' 238 1027-1043
CF319a Cytophaga-Flavobacterium 5-GCCTTGCGACCATACTCCC-3' 16S 1027-1043
Non betad2a ¥-subclass GCCTTCCCACTTCGITT 238
Non gam42a B-subclass GCCTTCCCACATCGITT 238
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42x10° cells/ml (Table 2)E, squeezing AFE7} soaking 4| E¥.}t
oF guf] AX =& S HATY Lubomirskia £ & Aldds
Aot 22 e HwESAE W, ZZ 1.2x10° cells/mlZ}
1.6x10°8 cells/ml (Table 2)& ¥l&=3)53t}. oo dlsf 212 vl
F2EY F AFFE 3 AFAAN Az 7.7x10° cells/ml,
3.5x10° cells/ml, 2.3%X10° cells/ml®] 1T}(Table 2). o] A3} A
o MAgte & Adsrt IE Bk ofF 10-10° ¥ o] =)
ZAEASE Rl
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2). HlolZ 55:E89] A9+ 1 H]80] 49.5-59.7%Z el A
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Table 2. The number of total bacteria in lake water and sponge
(Baikalospongia and Lubomirskia) of Lake Baikal (Total bacterial
number : 10° cells/ml).

Sitel Site2 Site3
Lake water
7.7 (0.06) 3.5(0.04) 2.3 (0.09)
Sponge Baikalospongia Lubomirskia
Soaking 720 (70) 1200 (220)
Squeezing 4200 (50) 1600 (280)

*soaking : 3| A body A3 & 4% paraformaldehyde o] 271 A) 173
3+ & sonication
squeezing : S H A o] HF 858 7] 943t o 8

317 8} & sonication
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Fig. 1. Composition of bacterial communities at the genus
Baikalospongia sponge in the Lake Baikal. (ALF, BET & GAM, o=,
B- & yProteobacteria; CF, Cytophaga-Flavobacterium group; OTHERS,
unknown Bacteria)
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41%, 3.5-43%, 3.3-3.8%% "¢ @& o2 fwEAE Wi, o
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Fig. 2. Composition of bacterial communities at the genus
Lubomirskia sponge in the Lake Baikal. (symbols are same as in Fig. 1)
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Fig. 3. Composition of bacterial communities at 2m depth in Lake
Baikal. (symbols are same as in Fig. 1)
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ABSTRACT : Community Analysis of the Bacteria in Sponges of Lake Baikal by FISH Method
Eun Young Seo, Mi Ree Kim, and Tae Seok Ahn* (Dept. of Environmental Science, Kang-
won National University, Chunchon 200-701, Korea)

The bacterial community structures at 2 sponge species belonging to the genus Baikalospongia and Lubomirskia
in Lake Baikal were analyzed with fluorescent in sifu hybridization (FISH) method. The total bacterial numbers
in the genus Baikalospongia ranged from 7.2x107 to 4.2x10® cells/ml, and those in Lubomirskia from 1.2x10°to
1.6x108 cells/ml, while those of lake water were from 2.3 to 7.7x10° cells/ml. Total bacterial numbers in the
sponges were 10°-10 times higher than those of lake water. In the genera Baikalospongia and Lubomirskia, the
proportions of other unidentified bacterial groups to the Bacteria were 42.0-60.3% and 40.7-51.9%, respec-
tively. These proportions were similar to those in lake water (22.6-46.3%). These results suggest that bacterial
compositions in Lake Baikal water and sponges are highly unique.



