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Abstract : The genus Proteus has been rarely isolated from cultured fish. In this study, we reported Proteus vulgaris
isolated from fish skin lesion of Black-spotted porcupine fish (Diodon hystrix). Identification of P vulgaris was
performed by general biological test, including API 20E and API ZYM. The sensitivity of isolated strains to different
groups of antibiotics was evaluated using the disc diffusion method. It showed that the isolate is sensitive to ciprofloxacin
(5 pg), norfloxacin (10 pg), enrofloxacin (5 pg), cefotaxime (30 pg).
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Proteus & A2 Gram-negative®] 247 T714 7o =
Escherichia coli, Salmonella, Shigella, Enterobacter, Servatia®}
S Enterobacteriaceae®)] 2:3+t}(5,16,17). Bergey’s Manual
(19840 WEH proteus & M- P vulgaris, P mirabilis,
P. penneri, P myxofaciens®] M| 7}*] & (species) & L1+
w(16), V2] A= Porthetria dispar®) larvaeolld £
He P myxofaciensE(7) AT VA2 Profeus & AT
& FZ Qo FEO AR Wl Asle 718 A9
o7, o] Wdgo] oty A9 o=} HEH 9, 4
5, 539, 354 Y 58 e AoE BuHm
2ATH6,8,12,20). o7l AN Proteus vulgaris®) &3 &
e 7FER §9 Channa punctatuslXl B3 B vl 9o
™ (13), green pet turtle®] WIFoZe] 27t HIEH
S1K14), AFE E2FE FATE RolKe 2 A7) )
Hlgk 2golt. Q179 P ovulgaris®] 71ES EEA|RE &

EHe AJAZE Bt HoH(19), FFE oJFolA o
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Table 1. Identification of P. vulgaris isolates using API 20E and APl ZYM

Strain Strain
API 20E API ZYM
SNUPV-01 SNUPV-01
B-Galctosidase - Alkaline phosphatase +
Arginine dihydrolase - Esterase (C4) +
Lysine decarboxylase - Esterase lipase (C8) +
Ornithine decarboxylase - Lipase (C14) -
Citrate utilization + Leucine arylamidase +
H,S production + Valine arylamidase
Urease + Crystine arylamidase -
Tryptophane deaminase + Trypsin +
Indole production + o-Chymotrypsin +
Voges Proskauer test + Acid phosphatase +
Gelatinase + Naphtol-AS-BI-Phosphohydrolase +
Fermentation of: Glucose + o-Galactosidas -
Mannitol - B-Glucuronidase -
Inositol - B-Glucosidase -
Sorbitol - a-Glucosidase +
Rhamnose B-Glucosidase -
Saccharose N-Acetyl-B-Glucosaminidase -
Melibiose - o-Mannosidase -
Amygdalin - a-Fucosidase -
Arabinose -

Cytichrome-oxidase -

*This data was confirmed by API database.
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Table 2. Antibiotics susceptibility test for P vulgaris isolates

— Strain
Antibiotics (ug) "SNUPV-01
Amikacin (30) o

Ampicillin (10) -
Amoxicillin/Clavulanic acid (30) +
Carbenicillin (100) ++
Cefepime (30) ++
Cefixime (5) +
Cefoperazone (75) ++

Cefotaxime (30) ++
Chloramphenicol (30) +
Ciprofloxacin (5) +++
Colistin (20) -
Enrofloxacin (5) ++H+
Gentamicin (10) ++
Kanamycin (30) +
Nalidixic acid (30) +
Neomycin (30)

Nitrofurantoin (300) +
Norfloxacin (10) +++
Ofloxacin (5) ++

Oxytetracyclin (30) -
Polymyxin B. (3001U) -

Sulfamethoxazole (23.75) + Trimethoprim (1.25) ++
Tetracycline (30) -
Tobramycin (10) +
Trimethoprim (5) ++

- (0 mm), + (1~10 mm), ++ (10~20 mm), +++ (20 mm <).
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