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GENUS \ SPECIES COLLABORATOR } INSTITUTION J
2002

Dechioromonas aromatica coates Uriv. of Californila. Berkeley
Desulturomonas acetoxidans Lovely Uriv. of Massachusetts

Ehrechta 2 stains McBride Uriv. of Texas, Medical Branch
Geobacter metaffreducetrs Lovely Uriv. of Massachusetts
Methanocoocoldes burtonv Sowers Uriv. of mayland

Peeudormonas syringae Lindow Uriv. of California, Berkeley
Psychrobacter sp. Tledje Michigan State Univ.

Ralstonia outropha gonzaooz Pontrficta Unly. Catobca do Chile
Streptococcus suis Gottschalx Univ. of Montreal Caneda

2003

Burkholderia 2 strains Tiedjo Michigan State Univ.
Metfryloblum petroleophllum Kane Lawrence Llvermre National Laboratory
Prochiorococcus sp. Chisholm Massachusetts Institrle of Technology
Synechococcus elongtus Colden Texas A&M Unlv.

2004

Burkholderia 2 strains Tledjo Michigan State Univ.

Clostridium Phytotermentans Leschine Univ., of Massachusetls. Amherst
Frankia sp. Tisa Unjv. of New Hampshine
Nitrobacter hamburgermentans Arp Oregon State Univ.

Nitrobacter Wincogradskyf Arp Oregon State Univ.

Nitrosococcus oveari Arp QOregon State Univ.

Nitrosomonas eutritomis Arp Qregon State Univ.

Nitrosospira multiformis Arp Qregon State Univ,
Prochlorococcus sp. Chisholm Massa chusetts institule of Technology
shew aneia 2 strains Tredrickson Pacific Northwest National Laboratory
synechococeus 2 strains Palenlk Scripps Instgution of Oceanography
Syntrophobacter fumaroxidans Melnerney Univ. of Oktahoma
Themoanaerobactor ethanolicus Flelds Maml Univ.

‘Thiomicrospira 2 strains Scotl Univ. of South Flonda

2005

Acldlphnium Cryptum Magnuson ktaho state Univ,

Acidobacterium Flin 345 Kuske Tos Atamos National Labortory
Acidothermus celulolyticus 2 Univ. of California, Davis
Actinobacmus Succinogenes Vielle Michigan State Univ.

Asperglivs niger Baker Pacinc Northwest National Laboratory
Aureococcus anophageggerens Gobler Southhampton Colsego of Long Lstand Univ.
Bacllus setenitreducens Stotz Duquesne. Univ.

Bradyrtizoblum Sp. Sadowsky Univ. of Minnesota

Burkholerla amblfarla Tiedfe Michigan State Univ.
Caidlcellubsruptor saccharolyticus Kelly North Carolina State Univ.
Calyptogena magnifica Cavanaugh Harvard Univ.

Chloroflexus aggregans Brvant Pennsylvania state Univ.
chioronerma sp. Brvant Pennsylvania state Univ,
Chiorothrix halophls. Bryant Pennsylvania state Univ.

Clos widium sp. Stotz Duquesne Univ.

Dehalcoccoldes 2 strains Spormann Stantord University
Desulfotomaculum relophla Tebo Univ. of Californta. san diogo
Flavobacterium johnsonlae McBride Univ. of Teras. Medieat Branch
Geobacter sp. Kostka Florlda State Univ.

Haforhodaspirs halophla Hoff Univ. of Chicago

Hefiothrix oregonnensis Bryant Pennsytvania State Univ.
Herpetosiphon aurantiacus Bryant Pennsytvania State Univ,

GENUS SPECIES COLLABORATOR INSTITUTION

2005 Cont

Iron Mountain AMD ste 1 Banfleld Univ. of Calfomla. Berkeley

Tron Mountain AMD ste 2 Banfleld Univ. of Calfomla. Berkeley

Lake Washington formaklehyde Lidstrom Univ. of Washindton

Take Washington formate Lidstrom Univ. of Washington

Lake Washington methane Lidstrom Univ. of Washington

Lake Washington metharoll Lidstrom Univ. of Washington

Lake Washington methylamine Lidstrom Univ. of Washington

Nt hanosaeta ihekophils Smith Clemson Univ.

Micromonas 2 stralns Worden Univ. of Mlam]

Moro Lake deltapro- Stolz Duquesne Univ.

teobacter

Mono Take gammapro- Stolz Duguesne Univ.

teobacter

Myoobacterium 5 strains Miler Utah State Univ.

Nectria halophla VanEtten Univ. of Arlzone

Cbsidian Hot Spring Mead Luckgen

Phycovirus 11 strains Wommack Delaware Blotechnology Instliute
Polaroronas napthatenlvorans Madsen Cornell Univ.

FPostia placenta Cullen U.5. Departiment of Agriculture
Peevdoalteromonas atlantica Karis Univ. of Georgla

Peudomonas putida Parales Univ. of Calfomla. Davis
Rychromonas Ingrehamy Staley Univ. of Washington
Rhodopseudorronas 4 strains Harwood Univ. of lowa

Reselflexus 2 strains Bryant Pennsylvanla State Univ,
Shewanela 7 strains Fredrickson Pacific Northwest Natlonal Laboratory
The Cedars Alkaline Springs Neatson Univ. of Southern Californla

Ultra back C lovel 1 Banfield Univ. of Caltomla. Berkeley
Xanthobacter autotrophicus Ersign Los Alamos National Laboratory

ST 2y
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CSP 2005

The complex bacterial
community that lives
under the skin of the

saurce for the host,

Staphylococeus aureus,
a food-bome pathogen
that is implicated in
thausands of infections
inthe U.S. alone.
Sequencing of an

@,aﬁ

antibiotic resistant form of this crganisin
will inform how antibiatic resistance occurs.

Sequencing of groundwater samples from
wontaminated sites within the Oak Ridge
Nationa)l Laboratory Y12 Security Complex.
The site contains one of the highest-con-
centration plimes of mobile uranium along
with volatile organics, technetium, nifrate,

flsh 223 el A

aluminurn, thorium, zine, and nickel.
Sequence generated will complement bio-
geochemistry. hydrolagy, microbiology, and
engineering studies to help evaluate the
immpacts of contaminants and remediation
treatments on microbial community

sible for the natural
saltwater phenomenon
kniown g5 "red tide"
which can pose a
human health risk and detrimentally
affect regional marine economies.

Accumulibacler phos-
phatis stores huge
amaounts of phosphorus
inside its cell. Engineers
have exploited this
capability to remove
excess phospharus—ini-
tially fram fertilizers and detergents — from
wastewater. Too much phosphomous can
overstimulate micmbial growth, resulting

J8 4. CSP 20059 D28 QU

in eutrophication, where oxygen in the
water is depleted and fish and other organ-
isms residing in the habitat die.

Abvinella pompejana,
the marine Pompeii

dynamics. worm, which has
gutless marine worm, adapted to thrive at
Olovius algarvensis, Kuarenier brevis, a sin- super-hot hydrother-
and provide the energy gle-celled alga respon- mal vents.

Prochlorococcus, a
warine phytoplankton
that plays a critical
role in regulating the
dynamies of the global
carbon cycle, responsible for a significant
fraction of photosynthesis in the werld’s
oceans.

Lactobacillus rhamnosus
is considered a potential

2 probiotic, which can pro-
Py tect its host and prevent
et ! disease,
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CSP 2006

A metagenomic community of waste
degrading bacteria capable of treating
industrial streams contaminated with
terephthalate, a major byproduct of plas-
tics manufacturing.

Arabidopsis Iyrate und
Capsella rubella, two
mustard relatives whose
sequence will shed light
on the genetics, physiol-
ogy, development, and
structure of plants in
general and how they
respond to disease and
environmental stresses.

A community of Korarchaeota, a group of
Archaea, the least well characterized of
the three domains of life, obtuined from
Obsidian Pool hot spring in Yellowstone
National Park.

ST 24
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Six members of the Crenarchaeota group
aof Archaea, including Metharocorpus-
etelurn labrewnun, solated from surfice
sediments of La Bres Tar Pits in Los
Angeles, which present features allowing
proteins to function at extremnes of temper-
ature, acid, and salinity.

A powerful fungal pathagen~
L1 Myeosphacvelly fijiensis —
SO cause of black Sigatoka—cur-
ié\«‘ rently regarded as one of the
|\§' ) most serious threats to world

banana production.

Mytilus californianus,
the edible pacific mus-
sel that is a sentinel
species for environ-
mental pollution.

Tripfiysaria versicolor, a parusitic plant that
releases chemiculs into the soil that affect
the growth and develapment of nearby

38 5. CSP 20063 &+ T2y

plants, a phenomenon known as allelopa-
thy, which could be used to control
unwanied vegetation,

The soil-dwelling fungal microorganism
Trichoderma virens that also has promise
for biolagical weed contral.

Petrolisthes cinctipes, the
parcelain erab, whose
heat and cold tolerance
will help inform clirmate
change research.

Bicyclus anynana, a but-
terfly whose sequence
encodes wing patterns
that should reveal key
issues in evolutionary-
developmental biclogy,
and provide information that will bolster
efforts to understand biological diversity.
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: ORGANISM T COLLABORATOR INSTITUTION

: 2005

: MOROBES Olavius algarvensis Dubilier Max Planck inst of Marine Microbilolgy
( Crenarchacota Delong Massachusetts inst. of Technlolgy
: Mrinobacter aquaeole] Edwards Woods Hole Oceanographic inst.

) Staphylococcous aureus VISA Tomasz Rockefeller Univ.

b Prochiorococcus Chisholm Massachusetts inst. of Technology
: Rhodocyclus-ke Polyphosphate Hugenholtz Joint Genome Inst.

! Rhodobacter Kaplan Univ. of Texas. Houston

: Conraminated groundwater Zhou Qak Ridge Nationl Laboratory

| Lacrobacillus reuter/(w strains) Tannock Univ. of Oklahoma

: Bacllus cereus Sorokin INRA. France

{ Synechococcus 2 strains Palenk Seripps inst. of Oeanography

: syntrophobacter fumaroxidans Mclnerney Unlv. of oklahoma

| Thermoanaerobacter ethanllicus Flelds Miami Univ.

: Thiomnicrospira 2 strains Scott Univ. of South Florlda

i BASAL Selaginella moellendorfiil Barnks Purdue Univ.

: ORGANSMS Trichoplax adhaerens DellaPorta Yalc Univ.

1 Sporbolomyces roseus Wolfe Trinty College. Dublin

: Renlera Degnan Univ. of Quecnstand. Australa

1 Mycosphacrella 2 sp. Goodwin Purduc Univ.

: Spronucleus vortens Cande Univ. of California. Berkeley

I Naegleria gruberi Cande Univ. of California. Berkeley

: HIGHER Phy scomitrella Fatens Mishler Univ. of California. Berkeley

1 ANIMALS & Lottia gigantca(limpet) Edsinger-Gonzalez Univ. of California. Berkeley

i PLANTS Helobdeila robusta (leech) Welsblat Univ. of California. Berkeley

: Capltelia capltata Cande Univ. of California. Berkeley

) ESTs & Awinella Pompejana Tainer Scripps Research inst.

: TARGETED Motochondria seed plant Palmer Indlana Univ. Bloomington

i SEQUENCING Karenia brevis Bhattacharva Univ. of lowa

: Dpteran fosmilds Eisen Lawrence Berkeley National Laboratory
: 2005

: FUKARYOTES | Sorghum 50 Paterson Univ. of Georgia .
| Arabldopsis Iyrata Weigel Max Ptanck Inst. of Developmental Biology
i Mirmulus sp. E2 Wilis Duke Univ,

: FPlromyees Symblolongicarpus Baker Paclfic Northwest National Laboratory
( Hydractinia blakeslceanus Buss Yale Univ.

' Mytius Parfetina Corrochano Univ. of Seville

1 Phytophthora virens Crttendon Univ. of Nottingham

: Campanulales flilensis Ebbole Texas A&M univ.

| Cichiid calformianus Goodwin US Dept. of Agriculture-ARS. Purdue Univ.
: Gons capsid Gracey Stanford Univ.,

| Ictahrus Kingsmore National Center for Genome Resources
: Ictalurus Lake Malawl Knox Indiana Univ.

| Bicycius intestinales Kocher Univ. of New Hampshire

! Melampsora punctatus Lemaire CNRS. France

: Ostreococetss furcatus Liu-J Aubum Univ.

1 parhyale anynana Liu-j Aubum Univ.,

: Jassa larici -populina Long inst, national de la Recherche Agronomilque
| Pathyale low-light strain Martin Univ. of Califomia. San Diego

: Jassa hawalensis Palenk Univ. of Califomia. Berkeley

{ Fetrolisthes stattery Patel Univ. of California. Berkeley

: Barrachochyrium cincties Stillman Univ. of Hawail

I Triohysaria denrobatidis Taylor Univ. of Califonia. Berkeley

: Yoder Univ. of Califomia. Davis

1 BACTERIA Eurvarchaseota community Baker Univ. of Califomia. Berkeley

: AND ARCHAFA |  Polynuciebacter Hahn Inst for Limnology. Austria

i Microblal soil community Alaska Handelsman Univ. of Wisconsin, Madison

: Sallnospora tropicals Jensen Sripps inst of Oceanography

{ Sallnospora arenicola Jensen Scripps Inst. of Occanography

: Termitegut microblal community Leadbetter Califormia inst. of Technology

| Terephthalate(TA)Y community Liu National Univ. of Singaporc

: Archacal sp. hyperthermo. Lowe Univ. of Californla. Santa Cruz

i Bacterioptankton Antarctic marine Murray Desert Rescarch Inst.

’; Thenmtogeles 7 hyperthermo. Noll Univ of conrecticut

\ Nirosormonas Norton UtahState Univ.

) Microblal mats hypersallne Pace Univ. of Coloradco

| Sinothizoblum medicac Reeve Murdoch Unly

{ Verrucomicrobla Schmidt Michigan State Univ.

: Bacllkis coagulans shanmugam Univ. of Florida

i Crenarchaeote community simon QOregon Health & Sclence Univ.

; Verrucomicrobla 5 strains smktt Wageningen Univ.

| Acidovorax sp. stahl Univ. of Washington

: Caulobacter 2 strains stephens Santa Ctara Univ.

i Korarchaeots community stetier Univ. Regensberg. Diversa Corp.
: Archaea a strains woee Univ. of Iltinois. Urbana-Champaign
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1. http:f/www . jgi.doe.gov/CSP/index.html
2. hitp:/fwww.jgi.doe.gov/science/index.html
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