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Cloning, Purification and Characterization of Novel L-Aspartate B-Decarboxylase from Enterococcus
faecalsis. Dong-Geun Lee, Tae-Yoon Song, Nam Young Kim, Eo-Jin Lee, Sang-An Ha', Jae-Hwa Lee,
Jong-Myuong Ha, Bae Jin Ha and Sang-Hyeon Lee*. Department of Bioscience and Biotechnology, College
of Engineering, Silla University, 'Department of Environmental Engineering, College of Engineering, Silla
University —~ The gene for a L-aspartate B-decarboxylase (ADC) from Enferococcus faecalis was cloned
and sequenced. The gene comprised an open reading frame of 1,611 base pairs, which encodes a pro-
tein of 58,960 Da consisting of 536 amino acid residues. The gene was subcloned into an expression
plasmid for overexpression of the ADC. The recombinant ADC was produced using E. coli as the host
and purified to homogeneity. Our result showed that the ADC may be obtained from bacteria known
nucleotide sequence. Thus, we suggest that high value L-alanine might be produced by low value

aspartate.
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Fig. 1. Amino acid similarity analysis in ADC from P. dacunhae and E. faecalis. (*

: homologous amino acid residues, + : similar

amino acid residues). Similarity was about 48% between two sequences.
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Fig. 2. SDS-PAGE result of ADC produced and purified in E.
coli BL21 (DE3) cells harboring pTXB-EF_ADCE22 (M
molecular marker, C : crude extract, P : purified enzyme).
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Fig. 3. Enzymatic activities of purified L-aspartate [-decar-
boxylase. Carbon dioxide production was active with-
in 5 minutes at high ADC and rather low and con-
stant at low ADC. Differences of COx concentration
with and without ADC were represented.
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