Original Article MAI2° Vol. 12, No. 1, May 2005

1 1 = 2 2 2 = 4
QY - Zu)AY - FHEN T S - A - AT - o)A

-

The CDH2 Gene Polymorphism in Schizophrenia
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| ABSTRACT I

O bjective[] There has been increasing evidence that neurodevelopmental dysfunction is involved in the

pathophysiology of schizophrenia. Cadherin is known to be one of the important molecules in neuro-
development. This study was performed to examine the relationship between T816C polymorphism of
CDH2 gene and schizophrenia.
Methods[d Genoytypes of T816C polymorphism of CDH2 gene were analyzed by polymerase chain reaction—
restriction fragment length polymorphism (PCR—RFLP) in 156 Korea patents with schizophrenia and 170
controls.
Results0 No difference was found between the patients with schizophrenia and the controls in genotype
and allele frequencies of T816C polymorphism of CDH2 gene.
Conclusion[ The results of this study do not support an association between T816C polymorphism of CDH2
gene and schizophrenia. However, it is necessary to investigate other polymorphic regions of CDH2 in schi-
zophrenia.
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Fig. 1. Blp | RFLP finding of CDH 2 genel DNA obtained
from peripheral blood cells were amplified by
PCR, digested with Blp | and separated by 2.0%
agarose gel electrophoresis. Three genotypes
were identifiedd C/C(homozygote genotype),
T/T(homozygote genotype), T/C(heterozygote
genotype). Size of each band was marked on
the left.



Table 1. Differences in genotype and allele frequencies of CDH2 T816C polymorphism between patients with
schizophrenia and control

Genotype(%) Allele frequency(%)
p-value p-value
/7 T/C c/C T C

Control(170) 26(153)  82(482)  62(36.5) 67(39.4) 103(60.6)
M(87) 11(12.6)  46(52.9)  30(34.5) 34(39.1) 53(60.9)
F(83) 15(18.1)  36(43.3)  32(38.5) 33(39.8) 50(60.2)
Schizophrenia(156)  23(14.8)  79(50.6)  54(34.6)  0.9092¢  62.5(40.1)  93.5(59.9) 0.86500
M(@1) 13(14.3)  42(46.1)  36(39.6)  0.6688° 34(37.4) 57(62.6) 0.73880
F(65) 10(15.4)  37(56.9)  18(27.7)  0.2484c  28.5(438)  36.5(56.2) 0.4789¢
Paranoid(71) 10(14.1)  37(52.1)  24(33.8)  0.8601¢  28.5(40.1)  42.5(59.9) 0.8814¢
Disorganized(17) 1( 5.8) 8(47.1) 8(47.1)  0.4928¢ 5(29.3) 12(70.7) 0.2532¢
Undifferentiated(50)  11(22 )  21(42 )  18(36 ) 0.5076'  21.5(43.0)  28.5(57.0) 0.5201f
Residual(9) 0( 0.0) 8(88.9) 1(01.1)  0.0737¢ 4(44.4) 5(55.6) 0.6706¢

ald schizophrenia vs control : p=0.9092, p=0.8650, b male schizophrenia vs male control : p=0.6688, p=0.7388,
cO female schizophrenia vs female control : p=0.2484, p=0.4789, dO paranoid vs confrol : p=0.8601, p=0.8814,
el disorganized vs control : p=0.4928, p=0.2532, {0 undifferentiated vs control : p=0.5076, p=0.5076, g residual

vs confrold p=0.5650, p=0.6706
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