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85, R, . gEo| 27 368,
32.8, 4.98%°|%] 11, non-transgenic®] FLE= 22
357, 17.3, 347, 5.64%0]01A] o5 7to] 894
ol e Aog Fek=|Qlrh Potato2] 7 2-off Qlof
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Table 1. JAYMEO| QAFstH Al HD}
4 1 A
A@3E 39| Transgenic | Non-Transgenic
soybean soybean

B3 E | % 36.8 35.7
z A 9% 169 17.3
2 o W% 32.8 34.7
3] | % 4.98 5.64
g3 E | % 19.1 17.8
z A 9| % 0.29 0.14
z o 9|9 1.36 1.84
3] 2% 1.16 1.22
*ZF A"ERE 3 549 BARY.
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PCR % nested PCRO|| A}8-% reaction mixture=
dNTP (1mM), primer (sense, 0.2pM; anti-sense, 0.2pM),
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(200ng)& oA 94TCollA] 2 F7F §+-35ta1 denature
E HUTAM 1 £, amnealingE 55ColA 2 &,
extentions 72°CollA 3 £7F £ 35 cycle Hbg5t11
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ZAxh, I8 13} Zo| positive controlof A< 2719
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21} 215bp2] band7} A E| )
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2l 2. LMO 2%%:2| validation testof 2|t
PCR ZHZ.
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0.1% BT &4, 6. 05% BT 24, 7. 1.0% BT
O A

S5, 8. 50% BT S5, 9. 1000% BT $4%

S5, S,



92l 3. LMO 24-2-0| nested PCR ZiZ.

lPosmve control(BT —,——,—), 2 000% BT &4, 3.
001% BT S5 4. 005% BT 2%, 5. 0.1% BT £
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BT €455, 9. 100.0% BT 244
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