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Fig. 1. 2D SDS-PAGE gel images of medium(A) and oocyte
cytoplasm(B). Red colored spots were identified from MALDI-
TOP.
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Fig. 2. Total protein quantity changes in medium and cytoplasm

during in vitro maturation of Korean Native Cow oocytes.
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Table 1. Identification of proteins in in vitro maturation medium and cytoplasm by peptide mass fingerprinting

Spot ID Source Identification %o pl kDa
7117 Meidum Aldose reductase 25 5.8 36.30
8323 Meidum Alpha enolase 14 6.4 47.60
2113 Meidum Apolipoprotein A-1 precursor 14 57 30.26
2202 Meidum 43kDa collectin precursor 19 5.0 33.94
6111 Meidum Heat shock 27kDa protein 18 8.1 2242
6218 Meidum Plasminogen activator inhibitor- 1 precursor 19 6.0 4541
7119 Meidum Thrombospondin 1 27 8.1 25.11
3611 Meidum Transitional endoplasmic reticulum ATPase 1 5.1 89.97
4616 Cytoplasm Beta tubulin 20 4.7 38.95
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Aol A= aldose reductase, alpha enolase, apolipopro-
tein A-1 precursor, 43kDa collectin precursor, heat sho-
ck 27kDa protein, plasminogen activator inhibitor-1 pre-
cursor, thrombospondin 1 % transitional endoplasmic
reticulum ATPase©] 1, o] AZddA dide g-
tubulin®] A=At A &1g spotsol] Hlste] &
482 ol giFE <dlE sequence’} gene bank
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< o8t I KA 7eS A el HASH
5 Ro A9 J15e W g Aes AzEn.

The Changes of Quantity and Quality of Proteins
in Medium and Cytoplasm during In Vitro Maturation
of Bovine QOocytes
Y. S. Park and H. J. Park

Kyongbuk Livestock Research Institute,
College of Veterinary Medicine, Cheju National University

ABSTRACT

This study was designed to investigate the changes of
quantity and quality of proteins in medium and
cytoplasm during in vitro maturation of bovine oocytes.
The total quantity of proteins in medium decreased
from 0 to 4.5 hr, but increased from 13.5 to 18 hr after
the onset of in vitro maturation. The total quantity of
protein in cytoplasm increased from 0 to 4.5 hr,
decreased from 4.5 to 9 hr, and increased after 18 hr
after the onset of in vitro maturation. A total of 298
protein spots was detected on a gel of 2D SDS-PAGE
from maturation medium. Among 28 protein spots
expressed significant differences in their quantity, 8
proteins were identified by peptide mass fingerprinting
(aldose reductase, alpha enolase, apolipoprotein A-1
precursor, 43kDa collectin precursor, heat shock 27kDa
protein, plasminogen activator inhibitor-1 precursor,
thrombospondin 1, transitional endoplasmic reticulum
ATPase). Among total of 35 protein spots detected on
gel of 2D SDS-PAGE from oocytes cytoplasm, 3 -tubulin
was identified by peptide mass fingerprinting.

(Key words : Bovine, In vitro maturation, Protein, 2-D
electrophoresis)
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